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Abstract

Air driven commercial hand dryers in use in public restrooms are recommended as an
hygienic method of hand drying by the manufacturers who make them, independent
agencies tasked with assessing drying method efficacy, and governments worldwide.
Dyson and Excel Dryer make repeated claims that their dryers pass 99.97% organism free
air. We realized the test was simple: establish a bacterial and fungal count for ambient
room air then compare the bacterial and fungal counts at the dryer outlet air jets to see if
the dryers reduce or amplify from the baseline. This study reorients the framing of hand
dryer hygiene research by anchoring all comparisons to a real-world environmental
baseline: ambient restroom air sampled for the same duration as dryer use immediately
prior to dryer air sampling. Over an 18 month period in four Middle Atlantic states we
exposed ~700 test petri dishes at ~120 retail stores and restaurants. We then hand counted
bacterial and fungal colonies in 488 dishes (total CFU= 27,752, 9-3646 CFU per dryer dish),
later establishing a primary data subset, Data Set 1 (mean ambient air 1.78 CFU, mean
dryer air 88.08 CFU, IQR: 34-104 CFU) for all calculations pertinent to the hypotheses.
Ambient room air grew a mean of 1.78 colony forming units (CFU) per dish, consistent with
prior studies using a similar methodology. Hand dryers consistently amplified bacterial and
fungal loads with a median 49.6-fold increase compared to ambient air (p < 0.001), with
colony counts in ambient air ranging from 0-13 and dryer air in the primary data set ranging
from 9-385 per one-minute exposure. In 100% of tests, hand dryers produced higher
bacterial and fungal counts than the ambient air they were operating in, definitively
contradicting manufacturer hygiene claims. The risk envelope analysis revealed that 27.6%
of samples exceeded 100 CFU, with frequent high-contamination exposures in both Dyson
and Xlerator dryer samples. These findings reveal a consistent and significant amplification
of bacterial and fungal contamination associated with commercial hand dryers in the real-
world environments for which they are sold and marketed, clearly identifying a significant
public health concern requiring immediate action.



Supplemental data sets offering useful supporting conclusions but not contributing to
validation of the hypotheses were formed, to include additional testing detailed in our
companion study that confirms white paper towels provide sanitary hand drying (55.6% 0
CFU, 44.4% 1-2 CFU), offering an immediately implementable alternative to hand dryers.
Drying efficiency testing -- necessitated because hands dried for the manufacturers
specified drying times were clearly not dry and also detailed in its own companion study --
demonstrated that hands retain 36.64% (Dyson) and 41.14% (Xlerator) residual moisture
after being held in the airstream for manufacturer-specified drying times (~3g vs. 0.1-0.25g
claimed, p <0.0001). In a newly constructed facility with newly installed dryers, immediate
contamination (median: 45 CFU) was observed, establishing that bacterial and fungal
amplification is present with a new machine under optimal environmental conditions. The
established correlation between high bacterial and fungal counts and the presence of
viruses was examined. Multi-nutrient agar testing revealed that standard laboratory
methods using single agar types capture only 48.7% of viable microorganisms, and our
limiting of incubation temperature ranges also likely impacted and underestimated total
colonies coming out of the dryer air, making our findings a useful but extremely
conservative assessment. We make no claims concerning the mechanisms that drive
these high dryer air organism counts as they were not tested. We do not believe it matters.
Hand dryers apply streams of bacterial, fungal, and likely viral colonies on to wet hands
after they have been washed.

This paper is part of a four-study series examining hand hygiene practices in retail
environments:

1. "Transmission of Bacteria and Fungus via Dyson and Xlerator Hand Dryers in
Starbucks, Home Depot and Whole Foods Restrooms: A Comparative Analysis."
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2. "Testing the Validity of Hand Dryer Drying Time Specifications: A Quantitative Study
of Dyson and Xlerator Dryers in Retail Store Environments." Blouch, R. A. Jr. 2025
DOI: 10.5281/zenodo.15503698

3. "Bacterial and Fungal Contamination Assessment of Paper Towel Types: A
Quantitative Analysis of White versus Brown Varieties in Retail Restrooms." Blouch,
R.A.Jr.2025 DOI: 10.5281/zenodo0.15504144

4. "Visual Analysis of Water Dispersion Patterns During Hand Drying: A Qualitative
Comparison of High-Speed Air Dryers and Paper Towels" Blouch, R. A. Jr. 2025 DOI:
10.5281/zen0do.15503304

All studies are available at www.handdryerstudy.com



Introduction

What impact do commercial hand dryers have on the rooms they are used in and on the
people who use them? How can we know?

Hand hygiene remains a critical component of public health practices, particularly in
preventing the transmission of pathogenic microorganisms. While hand washing effectively
removes microbes from hands, the subsequent drying process is equally important, as wet
hands more readily transfer and acquire microorganisms, as shown by Patrick et al. [1],
Boyce and Pittet [2], and Huang et al. [3]. Commercial hand dryers have been widely
adopted in public restrooms as an alternative to paper towels, with manufacturers,
manufacturers’ associations and governments prominently promoting their hygienic
benefits.

Leading modern manufacturers of dryers such as Dyson and Excel Dryers Incorporated
(Xlerator) explicitly market their products as providing hygienic, sanitary hand drying
experiences. Current marketing materials for both companies prominently feature claims
about HEPA filtration systems delivering "99.99%" and "99.97%" filtered air, respectively, as
stated by Dyson [11] and Excel Dryer [12], strongly directing the reader to believe the output
air stream is microorganism free. Few hand dryers currently in use have them, an issue
entirely unaddressed by the manufacturers as of the publication date of this study. Much
prior published evidence directly contradicts manufacturers claims, revealing a disconnect
between marketing and sales promotion and real-world performance in actual restroom
environments, as documented by Best et al. [8], Kimmitt and Redway [9], Huesca-Espitia et
al. [10], Alharbi et al. [14] and others. Best et al. (2018) [15] demonstrated in a multi-center
hospital study that jet air dryers were associated with significantly higher levels of bacterial
contamination compared to paper towels, including pathogenic and antibiotic-resistant
bacteria. Huesca-Espita et al [10] tested 36 dryers in a hospital research setting reporting
agar plates growing between 3-254 bacterial and fungal colonies in largely sanitary rooms
containing few airborne microorganisms. Dyson and Xlerator aggressively dispute any
science that calls their products into question, relentlessly maintaining their dryers are
sanitary in the face of all evidence to the contrary. (see Section 4.8 and Appendix 3). The
impact of the hand dryers on the restrooms they are in is visually unquestionable either via
dirtin a radius centered on the dryers or splashed water on the walls and floors. Analyzing
the visible dirt frequently radiating outward from the dryer air jets is beyond the scope of
this project but it was that visual, seen in almost every restroom that we used, that sparked
the questions that drove us to begin testing.

In order to properly understand the impact of hand dryers on wet, freshly washed hands,
we must begin by considering what happens if the dryer is not used at all. What happens if
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you walk into a restroom, stay for a minute, and walk out without turning the dryer on? This
defines a baseline bacterial and fungal contamination level from which we can evaluate
what we find in the dryer airstreams. This study reorients the framing of hand dryer hygiene
research by anchoring all comparisons to a real-world environmental baseline: ambient
restroom air sampled prior to dryer use and for the same length of time as the dryer
exposure.

Petri dishes are about 75% of the size of the palm of an adult male hand and
proportionately larger for smaller hands or female hands, making the absolute numerical
colony count findings in this study a reasonable but conservative proxy for the real-world
contamination encountered by a restroom user. We discuss them interchangeably
throughout the rest of this document.

To examine these issues we conducted what we believe to be the largest contamination
study conducted in functioning intended-use environments to date.

Image 1: Test Set 1. Starbucks, Mechanicsburg, PA, US, August 2023. Inside the restroom ambient air exposed for one
minute, outside the restroom ambient air exposed for one minute, dryer air exposed in the output air of the hand dryer for
one minute, and an unopened control dish that remained with the other dishes through incubation and examination.

Our investigation included collecting and analyzing between 700 and 800 bacterial and
fungal samples carefully taken across four states, ~110 commercial locations, using ten
distinct test methodologies,. We hand counted bacterial and fungal colonies in 488
properly sampled and incubated petri dishes, with a total cumulative colony count of
27,752 CFU.



CFU Counts by Store: Dryer LB and Supplemental Dryer Tests (Outliers Removed)
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Figure 1: Dryer vs. Ambient CFU - Comprehensive Set (Outliers Removed)
This figure shows CFU counts from the combined test sets including Test 1, 2, and Colonies Inside. Outliers are removed
to highlight the amplification pattern in routine exposure conditions.

This extensive sampling enabled us not only to establish the primary comparison between
ambient air and dryer output, but also to examine multiple facets of hand dryer
performance, including bacterial and fungal amplification patterns, drying efficiency, multi-
media detection capabilities, and contamination patterns in newly installed units. By
examining hand dryer contamination across this broad range of contexts and
methodologies, we aimed to provide a comprehensive evaluation of their hygienic
performance in actual usage environments, rather than controlled laboratory settings that
may not reflect real-world conditions.

Additionally, we necessarily tested the accuracy of manufacturer-specified drying times
after discovering they did not dry hands. We returned to the original 95 stores for
supplemental testing and ran occasional tests in other stores, all visible in Figure 1. We
examined two newly constructed facilities within days of their opening to determine what
contamination levels we might find in the dryers in an optimal situation with all new
materials and equipment. We examined prior art done on the question of viral load in the
presence of bacterial and fungal colonies. This work has resulted in four separate studies,
published concurrently, testing several elements of dryer functioning and hand drying
hygiene.

After completing testing in half of our testing sites using self-designed testing protocols we
discovered that at least three researchers had replicated our methods years before we
began. Huesca-Espitia, et al., 2018 [10], Best et al., 2018 [15] and Alharbi, 2015 [40] used
agar plates exposed in functioning restrooms in output hand dryer air. All three tested
ambient room air by exposing agar plates in the rooms with the dryers before use to
establish a baseline contamination level for comparison. None of them directly compared



ambient air to dryer air as a metric for assessing dryer performance although all of them
discussed it.

We formulated the following questions:

¢ How many bacteria and fungi attach to hands during a one-minute restroom visit
without using the dryer? (Baseline)

¢ How many bacteria and fungi attach to hands during a minute in the dryers?

¢ Do thedryers reduce or amplify organism flow onto freshly washed hands, and what
are the statistics supporting this finding?

We assert that there are only three possible outcomes: dryer air contains fewer organisms
than ambient air, dryer air contains the same number of organisms as ambient air, or dryer
air contains more organisms than ambient air.

We test the hypothesis: hand dryers amplify ambient air bacterial and fungal colonies in
the output air stream.

2. Materials and Methods
2.1 Study Design

A comparative observational study was conducted from August 2023 to January 2025
(approximately 18 months) to assess bacterial and fungal contamination associated with
commercial hand dryers in public restrooms. The data subset extracted from the total
sample set focused specifically on Dyson and Xlerator models, which claim high levels of
hygiene and sanitation in their marketing materials. Testing was conducted in public
restrooms at Starbucks, Home Depot, and Whole Foods stores in Central Pennsylvania,
Metro Washington DC, Philadelphia, and New York City, representing diverse high-traffic
public facilities with varying user demographics.

2.2 Sample Collection

Our testing approach was self-designed but was later determined to have replicated earlier
work using established methodologies used in previous hospital restroom studies by Best
et al. (2018) [15] and Huesca-Espitia (2018) [10] and restrooms in an academic
environment as described by Alharbi et al. [14]. All tests were done in functioning,
commercial public restrooms primarily in Starbucks, Home Depot and Whole Foods
stores. Bacterial and fungal samples were collected using standard microbiological
techniques with sterile agar petri dishes. Sample collections were labeled according to
type, source and test exposure at the time of sampling, protected in temperature



controlled containers as needed until delivery to the incubator, and recorded on video and
logged into a comprehensive Excel worksheet to maintain a clear chain of custody for each
dish.

All dryer testing samples were exposed for one minute, without exception. There is no
absolute drying time for hands in a hand dryer, with effective drying time ranges far
exceeding manufacturer’s specified times (Blouch [5], Huesca-Espitia [10], Best et al. [8],
and many others. We found that drying times ranged from 45 to 90 seconds to achieve dry
hands and established one minute as a reasonable compromise value, marking it as an
absolute in this testing series for each test dish to provide consistent results that could be
properly compared across all test sets.

We refined the comprehensive data set into a primary data set (Data Set 1) created during
testing that contained dishes from a single sampling event at each of 95 stores taken with
four Luria Broth (LB) agar petri dishes: a sample of ambient air taken outside the restroom,
ambient air sampled inside the restroom, dryer air sampled in the output jet of the dryer as
if hands were being dried, and an unopened control dish. Out of those 95 sample sets three
conditions were established for inclusion in Data Set 1, giving us a core data set from 87
valid test sets due to dish sampling failures that occurred in 8 sets:

e Control condition: each test set had to have a valid unopened control dish fully
incubated with the other dishes.

e« Baseline condition: Petri dishes were exposed to ambient restroom air for one
minute without activating the hand dryers.

e Test condition: Petri dishes were exposed to the air flow expelled from hand dryers
in a simulated hand drying pattern for one minute.

Image 2: Dryer sample and Ambient room air sample
Petri dish held in dryer output air for one minute. Petri dish held open in room air for one minute.



2.3 Growth Media and Incubation

Luria Broth (LB), several types of potato agar, Nutrient Agar Il, Malt, and MacConkeys’ agar
were all used in various test sets at various locations. LB agar samples formed the
foundational data sets of this study, with other agars used supplementally in support of the
LB dishes to further examine bacterial and fungal growth related to these machines.

All plates were incubated at 90° F (32.2°C) until mature.

This single incubation temperature was selected during the testing of the initial samples
based on prior experience. As we later discovered through literature review, incubation
temperature significantly affects which environmental microorganisms grow, as
demonstrated by Gordon et al. (2014) [28]. While our chosen temperature falls within a
range that can effectively recover many environmental microorganisms, we did not initially
design our study to account for temperature-dependent bacterial and fungal selection,
which represents an important methodological insight gained during our research process.
This retrospective understanding further suggests that our reported bacterial and fungal
counts likely represent conservative estimates of the true bacterial and fungal diversity
present in hand dryer airflow.

2.4 Data Collection and Analysis

2.4.1 Data Collection

Dishes were opened and examined while being recorded and photographed after
incubation, maintaining a nearly perfect chain of custody for every dish. Dish images were
printed, and Colony Forming Units (CFUs) were manually counted to quantify bacterial and
fungal contamination. Sampling procedures, colony counts, and images were logged in a
single comprehensive Excel worksheet.

Image 3: Mature dish with Dish Count
Petri dish upon opening for inspection after incubation and with its corresponding printed colony count print.



2.4.2 Data Analysis

The primary data, Data Set 1, consisted of 95 individual store samples from public
restrooms in Starbucks, Home Depot, and Whole Foods across four Middle Atlantic states,
each using four Luria Broth (LB) agar Petri dishes (100 mm, 12.16 in?): one unopened
control, one exposed to ambient air outside the restroom for one minute, one exposed to
ambient air inside the restroom for one minute, and one exposed to hand dryer airflow for
one minute while held in the palm (16 in?, ~75-76% of palm area) to simulate hand drying.
Eight tests were rejected due to dish sampling failures, leaving 87 valid test sets (41 Dyson,
37 Xlerator, 5 other/indeterminate dryers) for all hypothesis-related calculations. Data Set
1 was used exclusively for claims pertaining to the study’s core hypothesis: hand dryers
amplify bacterial and fungal loads compared to ambient air.

Statistical analyses were conducted using Microsoft Excel for data logging and several Als
for advanced computations. The original percentage based data analysis was not reflective
of what we saw in the restrooms and in the dishes so we applied several more robust
protocols to the data, all described here.

To address the positively skewed distribution of microbial counts (skewness coefficient:
2.20), robust descriptive statistics were employed, including median, interquartile range
(IQR), and percentiles (10th to 90th). For Data Set 1 (n=87), the median dryer airflow CFU
was 67 CFU (IQR: 34-104 CFU), compared to 1 CFU for ambient air inside restrooms. The
risk envelope, defined as the 75th percentile (104 CFU), highlighted frequent high-
contamination exposures, with 27.6% of samples exceeding 100 CFU. Four risk bands were
established: Low (<50 CFU, 40.2%), Moderate (50-99 CFU, 32.2%), High (100-150 CFU,
16.1%), and Extremely High (>150 CFU, 11.5%), grounded in environmental microbiology
thresholds (EPA, 2018 [37]; Biomedicine and Prevention, 2018 [38]).

Amplification was quantified using ratios and percentage differences between dryer and
ambient air CFU counts, yielding a median 49.6-fold increase (p <0.001). A Mann-Whitney
U test compared contamination between Dyson (median: 68 CFU) and Xlerator (median: 74
CFU) dryers (p = 0.803), with a supplementary Welch’s t-test (p = 0.68) confirming no
significant brand difference. Ambient air findings were validated against prior studies (Best
et al., 2018 [15]; Huesca-Espitia et al., 2018 [10]) using a z-test (z=-1.03, p = 0.31),
confirming the mean ambient CFU (1.78, 95% ClI: 1.36-2.20) aligns with literature (~2 CFU).
Outliers, identified via the IQR method (Q3 + 1.5xIQR), were included in all analyses but
removed for visualizations (e.g., Figures 1, 2, A2) to clarify amplification patterns.

Supplementary analyses included:
¢ Multi-Media Detection: Test Sets 2 (LB + Potato Dextrose Agar, n=40) and 3 (LB,
Potato 1, Potato 2, Malt Extract Agar, n=16) revealed LB agar detected 48.7% of total
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colonies, with additional media increasing detection by 63.1-180.1% across
contamination levels (Appendix 1, Table A3, Figure A3). Projected total exposures
ranged from 78-246 CFU, suggesting conservative primary estimates.

¢ Drying Efficiency: Sixteen valid tests (8 Dyson, 8 Xlerator) measured residual
moisture after manufacturer-specified drying times (12s Dyson, 8s Xlerator), using
one-sample t-tests (p < 0.0001) to compare against claimed 0.25g residual water
(Section 3.4, Appendix 1).

¢ New Facility Testing: Test Set 4 (n=4, new Dyson units) showed rapid contamination
(median: 35.5 CFU, range: 24-81 CFU) despite zero ambient CFU, analyzed via
descriptive statistics (Section 3.5, Appendix 1).

The Petri dish size (~75-76% of an adult male palm) ensured CFU counts were a
conservative proxy for hand exposure, as larger hands may capture more microbes (e.g.,
median 67 CFU scales to ~88 CFU for a 16 in” palm). All samples were incubated at 32.2°C,
which likely underestimates microbial diversity due to temperature-dependent growth
optima (Gordon et al., 2014 [28]), further supporting the conservative nature of findings.
Comprehensive statistical details, including exposure profiles, risk bands, and
downstream contamination evidence (e.g., 34.48% of samples with zero ambient but
positive dryer CFU), are detailed in Appendix 1.

2.5 Drying Efficiency Testing

To evaluate the accuracy of manufacturer-specified drying times after discovering they
were inadequate to dry hands, we conducted separate tests measuring residual moisture
on hands after the recommended drying duration. This involved weighing paper towels
before and after use on hands that had been dried using the manufacturers' recommended
drying times per the Underwriters Laboratory Testing protocol for hand dryers
(ULE_HandDryer_PCR_7-13-16 [4]). Residual water mass was compared to manufacturer
claims (0.1g, 0.25g) using one-sample t-tests due to the small sample size (n=16), though
non-parametric alternatives like the Wilcoxon signed-rank test may be explored in future
analyses (see Appendix 1).

2.6 New Facility Testing

In addition to Test Set 1, which forms the basis for our primary conclusions, we conducted
a focused series of tests in two newly constructed facilities (Test Set 4) to evaluate whether
bacterial and fungal contamination was associated with dryer age or maintenance history.
This supplementary testing was performed in two just built Starbucks stores with newly
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installed Dyson Airblade dryers, with samples collected between one week and one month
after store opening.

We concluded that all test dishes for one store were taken with previously contaminated
dishes and we disqualified them from evaluation. A subsequent retest while stillin the

new-store window failed as well.

The methodology for Test Set 4, our new store data, mirrored that of Test Set 1, with petri
dishes exposed to ambient air and dryer airflow for one minute each plus unopened control
dishes incubated with the sampled dishes in several separate trials on different dates after
the store opening. We collected four sets of samples within the newly constructed facility,
One at 7 days, one at 8 days, then both dryers in each of two restrooms at 40 days, allowing
us to assess contamination levels in optimalinstallation conditions with new equipment
that had minimal usage history.

= -
5

Image 4: Dyson Airblade V in a New Store
Petri dish series from a brand new, four week old store sampled at the labeled date from store opening.

2.7 Multi-Agar/Multi-Media Testing

In addition to Test Set 1, which used Luria Broth (LB) agar exclusively, we conducted
supplementary testing using multiple growth media to assess whether a single medium

11



type might underrepresent the total bacterial and fungal diversity in hand dryer airflow. Two
supplementary data sets were formed for this purpose:

Data Set 2 paired LB agar with Potato Dextrose Agar (PDA) in the same testing procedures,
with samples collected simultaneously during the same dryer activation event. This test set
included 40 valid paired samples across various locations.

Data Set 3 employed four distinct media types: LB agar, two formulations of Potato
Dextrose Agar (Potato 1 and Potato 2), and Malt Extract Agar (MEA). Samples were
collected simultaneously during the same dryer activation event, with each medium
exposed for one minute to identical airflow conditions. This test setincluded 16 complete
test sets with all four media types.

LB MALT

4.

POTATO 1 POTATO2 ™

Image 5: Representative petri dishes from Test Set 3 showing bacterial and fungal growth on four media types: LB agar,
Potato 1, Potato 2, and Malt Extract Agar, highlighting differential organism detection.

These multi-media approaches were based on established microbiological principles that
different microorganisms show preferential growth on specific media types, as described
by Murray et al. [26] and Noble and Somerville [27]. The use of multiple media types is
particularly important in environmental sampling, where bacterial and fungal diversity is
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high and no single medium can adequately capture the full spectrum of viable
microorganisms. While findings from these supplementary test sets are not used to modify
our primary conclusions based on Test Set 1, they provide important context for
understanding the comprehensiveness of our primary results.

2.8 Supplemental Test Methodologies

In addition to the primary data set (Data Set 1), multiple supplemental tests were
conducted to explore specific aspects of hand dryer contamination and provide additional
context for the primary findings. Data sets were formed after incubation and counting.
While these supplemental tests offer valuable insights, they do not alter the primary
conclusions based on Data Set 1 data. These supplementary investigations are presented
for additional context and are not incorporated into the formal hypothesis testing or
primary conclusions.

2.8.1 Remodeled Facility Testing (Data Set 5)

Four stores that had undergone complete bathroom remodeling were tested both before
and after renovation, allowing for comparative analysis of the same location with new
equipment installations.

2.8.2 Wall Contamination Testing (Data Set 6)

To assess the spatial distribution of bacterial and fungal contamination in the restroom
environment, samples were collected from bathroom walls adjacent to hand dryers.

2.8.3 Hand Position Testing (Data Set 7)

This test set evaluated the effect of different dish positions during the collection of ambient

room air.
2.8.4 Toilet Flush Comparison Testing (Data Set 8)

Itis commonly reported by Johnson et al. (2013) [13] that toilet flushing releases aerosols.
Several samples were collected during an active flush with stool in the toilet.

2.8.5 Direct Contact Testing (Data Set 9)

To assess direct transfer of microorganisms to hands, fingertip impression tests were
conducted.

2.8.6 Ultraviolet Technology Testing (Data Set 10)
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A single test was conducted on an ultraviolet-equipped hand dryer to evaluate whether this
technology affected bacterial and fungal contamination levels.

2.9 Methodological Considerations

This study was conducted using a citizen science approach with custom-built equipment
rather than standard laboratory facilities. Incubation was performed in purpose-built
incubators maintaining consistent temperature (32.2°C/90°F), which differs from standard
clinical microbiology protocols but proved effective for environmental sampling, as
discussed by Sandle [29]. Control dishes were unopened but subjected to the same
sampling, transport and incubation conditions as test dishes. Control dishes were
incubated at 32.2°C next to the sampled dishes ensuring no contamination. No control
dish grew a single bacterial or fungal colony (total control CFU=0) for the duration of the 18
months of active sampling, indicating perfect control of organism spread and an
uncontaminated total sample set despite not working in a laboratory.

Our incubation temperature of 32.2°C (90°F) was selected based on practical
considerations for the citizen science approach. Through subsequent literature review, we
discovered that this temperature choice aligns with research showing that environmental
bacterial and fungal recovery can be optimized at temperatures below the traditional 35-
37°C used in clinical settings. Gordon et al. (2014) [28] demonstrated that lower incubation
temperatures (30-32°C) can actually increase recovery of environmental microorganisms
compared to standard clinical incubation temperatures, potentially detecting organisms
that would be missed at higher temperatures.

As citizen scientists, we acknowledge that our initial study design did not consider testing
at multiple incubation temperatures, which would have provided a more complete picture
of the bacterial and fungal communities. An expanded incubation range approach may
have positively contributed to our ability to detect a still more diverse range of
environmental microorganisms. This realization---that different temperatures select for
different microorganisms---emerged during our research process and represents an
important methodological insight that suggests our findings likely underestimate the total
bacterial and fungal diversity present. This transparency about our evolving understanding
reflects the iterative learning process inherent in citizen science approaches.

Despite these methodological adaptations, control plates showed no contamination (total
control CFU=0), confirming the validity of sampling and incubation techniques.
Additionally, a comprehensive chain of custody was maintained for all test plates, with
detailed video recording and documentation of collection, transport, incubation, and
analysis throughout the study period.
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We did not test for organism type. Comprehensive organism identification was far beyond
our means and we do not believe it matters in the context our multiple direct assessments
of manufacturers’ claims using colony counts alone. We have left room for additional
testing in the future if necessary.

These methodological considerations are reflective of a growing recognition of the value of
well-designed citizen science in contributing to environmental health knowledge, as noted
by Curtis and Cairncross [33] and Borchgrevink et al. [34]. The perfect control results and
systematic documentation provide confidence in data quality despite the non-traditional
research setting.

3. Results
3.1 Study Scope and Data Overview

This investigation represents one of the most extensive real-world examinations of
commercial hand dryer bacterial and fungal contamination to date. Over an 18-month
period across four Middle Atlantic states, we systematically sampled approximately 700
petri dishes at ~110 retail locations, with complete colony count analysis performed on
488 exposed dishes. The total individual store count across all tests for all four studies in
this series was ~130. Manual enumeration revealed a total of 27,752 confirmed bacterial
and fungal colonies across all test conditions, providing a robust empirical foundation for
contamination assessment.

Image 6: Comparison of original dish images with hand counted colony prints
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Table 1. Cumulative Bacterial and Fungal Sampling Totals Across All Tests

Metric Count
Total Petri Dishes Sampled ~700
Total Dishes Manually Counted 488

Total Bacterial and Fungal Colonies Counted|[27,752

Median Colonies per Counted Dish 7 CFU
Maximum Colonies in a Single Dish 3,646 CFU
Control Dishes (All Test Sets) 0 CFU (100% sterility)

Cemprehensive CFU Exposure Plot (All Data)
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Figure 2: Dryer vs. Ambient CFU - Comprehensive Set
This figure shows CFU counts from all counted combined test sets.

The scale and consistency of this comprehensive dataset, particularly the perfect control
results across all testing conditions in which a control was used (total CFU=0), validates
the reliability of our sampling and analytical methods. From this comprehensive dataset,
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we extracted Data Set 1—our primary analytical framework designed specifically to test the
central hypothesis regarding hand dryer amplification effects under controlled conditions.

3.2 Primary Findings: Hand Dryer Amplification Effect (Data Set 1)

3.2.1 Data Set 1 Criteria

Data Set 1 was extracted from the complete data set for its consistency and testing
integrity. It consists of 95 individual store samples from public restrooms in Starbucks,
Home Depot, and Whole Foods across four Middle Atlantic states. Each test employed four
Luria Broth (LB) agar petri dishes: one unopened control, one exposed to ambient air
outside the restroom, one exposed to ambient air inside the restroom, and one exposed to
hand dryer airflow—all for standardized one-minute exposures. Eight test sets were
rejected due to individual dish failures, leaving 87 valid test sets for all hypothesis-related
calculations and statistical analyses.
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Image 7: Multi-panel figure showing: (A) Control plate (clean), (B) Typical ambient air plate (few colonies), (C) Moderate
dryer contamination plate, (D) Extreme contamination example

17



3.2.2 Baseline Bacterial and Fungal Exposure in Restrooms

Based on Data Set 1, the median bacterial and fungal load detected in ambient restroom
airwas 1 CFU per one-minute exposure (mean: 1.78 CFU). This baseline measurement
represents the typical bacterial and fungal exposure a restroom visitor would experience
during a visit of equivalent duration without using hand dryers.

¢ Total ambient dishes analyzed: 87
o Total ambient air colonies counted: 156
¢ Mean CFUs per ambient dish: 1.78 CFU
¢ Median CFUs perdish: 1 CFU
¢ 95% confidence interval (mean): [1.36, 2.20]
e Z-testvs. published ambient air mean (2 CFU): z=-1.03, p=0.31
¢ Contamination profile:
o 0CFU: 31 dishes (35.6%)
o 1CFU: 19dishes (21.8%)
o 2CFU: 14 dishes (16.1%)
o 3CFU: 6 dishes (6.9%)
o 24 CFU (maximum=29): 17 dishes (19.5%)

Baseline measurements demonstrated remarkable consistency: 32% of ambient air
samples showed zero detectable bacterial and fungal colonies, with an additional 49%
showing only 1-2 colonies, indicating relatively clean air conditions in the majority of
testing locations when hand dryers were not in operation. The remaining 19% of samples
contained 3 or more colonies.

Validation Against Prior Research: Our ambient air findings provide compelling validation
of our methodology. Our mean ambient CFU of 1.78 (95% CI: 1.36-2.20) is statistically
indistinguishable from the ~2 CFU means independently reported by Best et al. (2018) and
Huesca-Espitia et al. (2018) using similar methodologies (z-test: z=-1.03, p = 0.31). This
convergence, achieved without prior knowledge of those findings during our data
collection, represents a remarkable validation with an estimated probability of chance
occurrence of <0.03%.
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3.2.3 Hand Dryer Bacterial and Fungal Contamination Levels

The median bacterial and fungal load detected in hand dryer airflow was 67 CFU per one-
minute exposure across all dryer types in Data Set 1.

To characterize the full exposure profile, we analyzed contamination levels across key
percentiles: 10th percentile (22 CFU), 25th percentile (34 CFU), median (67 CFU), 75th
percentile (104 CFU), and 90th percentile (159 CFU). The median bacterial and fungal load
detected in LB agar exposed to hand dryer airflow for one minute was 67 CFU across all
dryer types, representing a 49.6-fold median increase over the baseline ambient air
exposure, directly contradicting manufacturer claims of providing hygienically filtered air.
The interquartile range (IQR: 34-104 CFU) captures the middle 50% of exposures, with the
risk envelope (75th percentile: 104 CFU) indicating that 25% of samples exceed this level.
(see Appendix 1, Comprehensive Bacterial and Fungal Exposure Profile Analysis).

This exposure profile approach provides a more nuanced understanding of contamination
than traditional mean-based analysis. Rather than reducing complex contamination data
to a single value that can mask important variations, the percentile analysis demonstrates
that users experience elevated bacterial and fungal exposure across the entire distribution.
This is particularly important for understanding public health implications. The
Environmental Protection Agency states definitively that even sub-30 CFU counts are
microbiologically meaningful in environmental sampling (U.S. Environmental Protection
Agency (EPA[37]).

Exposure Profile (Data Set 1, n=87):
e 10th percentile: 22 CFU
e 25th percentile: 34 CFU
e Median: 67 CFU
e 75th percentile: 104 CFU (risk envelope)
e 90th percentile: 159 CFU
¢ Maximum: 385 CFU

¢ Interquartile Range: 34-104 CFU
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Figure 3. Boxplot of Bacterial and Fungal Contamination from Hand Dryers (Test Set 1). This boxplot visualizes the
exposure profile for Test Set 1, showing the IQR (34-104 CFU), median (67 CFU), and risk envelope (75th percentile: 104

CFU, marked red). Outliers up to 385 CFU indicate extreme contamination events.

The distribution was positively skewed (skewness coefficient: 2.20), necessitating the

percentile-based exposure profile approach. The risk envelope, defined as the 75th
percentile (104 CFU), reveals that 25% of all hand drying events expose users to
contamination levels exceeding this threshold. More concerning, 27.6% of samples
exceeded 100 CFU, representing frequent high-contamination exposures that significantly

increase pathogen transmission risk.

Risk Band Analysis:

Lower contamination (<50 CFU): 40.2% of samples (35 tests)
Moderate contamination (50-99 CFU): 32.2% of samples (28 tests)
High contamination (100-150 CFU): 16.1% of samples (14 tests)

Extremely high contamination (>150 CFU): 11.5% of samples (10 tests)
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Histogram of Microbial Contamination from Hand Dryers (Test Set 1)
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Figure 4. Histogram of Bacterial and Fungal Contamination from Hand Dryers (Data Set 1). The distribution of 87 CFU
values shows a pronounced right skew, with 27.6% of tests exceeding 100 CFU. Median: 67 CFU; IQR: 34-104 CFU. This

risk envelope illustrates frequent high-contamination exposures.

3.2.4 Amplification Analysis: The Central Finding

The core finding of this investigation is unequivocal: hand dryers consistently amplified
bacterial and fungal loads compared to ambient air across 100% of tests. The median
amplification factor was 49.6-fold (p < 0.001), with individual tests showing amplification

ranging from 5.14-fold to 344-fold.

Dryer vs. Inside Colonies - Valid Tests in Data Set 1
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Figure 5: Dryer vs. Ambient CFU -- Data Set 1
This figure shows the CFU counts for ambient air and dryer output air for Data Set 1
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Bacterial and Fungal Load: Ambient Air vs. All Dryers
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Figure 6. Mean CFU count for ambient air exposure (1.78 CFU) compared to the 2.5th-97.5th percentile range for all

hand dryers combined (10-209 CFU). Box height reflects the central 95% of dryer measurements.

Key Statistical Findings:

Median ambient air CFU: 1 (mean: 1.78)

Median dryer air CFU: 67 (mean: 88.08)

Median amplification factor: 49.6x (95% Cl: 45.2x-54.1x)
Tests showing amplification: 87 of 87 (100%)

Tests with zero ambient but positive dryer CFU: 30 of 87 (34.48%)

Wilcoxon signed-rank tests confirmed highly significant differences between paired
ambient air and dryer air samples (p < 0.001, n=87), with a large effect size (r =0.89)
indicating both statistical significance and practical importance.

Of particular significance is the finding that 34.48% of tests revealed substantial bacterial
and fungal contamination in dryer airflow even when corresponding ambient air samples
showed zero detectable colonies. Dryers flowed contaminated air even in the cleanest

restrooms.
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3.2.5 Brand Comparison Analysis

Based on Data Set 1, both major hand dryer manufacturers showed statistically equivalent
contamination profiles:

Dyson Dryers (n=41):
e Median: 68 CFU

IQR: 33-102 CFU

Range: 9-385 CFU

¢ Median amplification: 51.8x
Xlerator Dryers (n=37):

e Median: 74 CFU

e IQR:38-112CFU

¢ Range: 12-210 CFU

¢ Median amplification: 49.7x

Statistical analysis revealed no significant difference between brands (Mann-Whitney U
test: p = 0.803; supplementary Welch's t-test: p = 0.68), confirming that the contamination
phenomenon transcends manufacturer-specific design differences. Both brands
consistently demonstrated the same fundamental pattern: dramatic amplification of
bacterial and fungal loads compared to ambient air, with frequent high-contamination
exposures across the entire range of testing environments.
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3.3 Supporting Data Subsets and Analyses from the Comprehensive Data Set

The following analyses draw from our broader testing program to validate and extend the
primary findings from Data Set 1, providing crucial context for understanding the full
implications of hand dryer contamination in real-world environments.

Image 8: Multi-panel figure showing two upper quartile and two 2nd quartile dishes

3.3.1 Drying Efficiency Assessment — Manufacturers’ Specified Drying Times

Beyond bacterial contamination, we discovered that manufacturer-specified drying times
leave hands wet, creating conditions that compound hygiene concerns. Testing across 21
moisture retention assessments (16 valid after exclusions) and detailed in our companion
study (Blouch [5]) revealed:

Drying Performance Results:

. Actual Initial Water Remaining Water p-value
Dryer Specified . )
T Ti (s) Time (s, Mass(g, Water Mass (g, Retention (vs.
e ime (s
yp Mean) Median)  Median) (%) 0.25g)
Dyson 12 12.25 7.36 2.82 38.32% <0.0001
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. Actual Initial Water Remaining Water p-value
Dryer Specified

. Time (s, Mass(g, Water Mass (g, Retention (vs.
Type Time (s) . .
Mean) Median) Median) (%) 0.25g)
Xlerator 8 8.56 7.11 3.00 42.19% <0.0001

Both dryer types retained approximately 3g of residual water—more than 10 times the
manufacturer's claimed 0.1-0.25g. This finding is critical because residual moisture
dramatically increases bacterial transfer potential, with Patrick et al. demonstrating a
nearly 500-fold difference in transfer rates between wet and dry hands.

3.3.2 New Facility Testing: Intrinsic Contamination

Testing in newly constructed facilities provided definitive evidence that contamination is

inherent to dryer design rather than a consequence of age or maintenance. In a brand-new

Starbucks store with freshly installed Dyson Airblade dryers, we observed:

Ed
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3

Image 9: Dyson Airblade V in a New Store
Petri dish series from a brand new, four week old store sampled at the labeled date from store opening.

Progressive Contamination Pattern:
e Week 1: 27 CFU in dryer airflow, 0 CFU in ambient air
e Week 2: 24 CFU in dryer airflow, 0 CFU in ambient air

e Week 5: 45 CFU in dryer airflow, 0 CFU in ambient air
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¢ Week 5: 81 CFU in dryer airflow, 0 CFU in ambient air

Median contamination: 45 CFU despite completely sterile ambient air conditions (0 CFU),
yielding an infinite amplification ratio. The progressive increase over the first month of
operation (nearly tripling from 27 to 81 CFU) suggests rapid colonization of internal
components even in pristine conditions, fundamentally challenging any assertion that
contamination results from poor maintenance or environmental factors.

3.3.3 Multi-Agar/Multi-Media Detection Capabilities: Conservative Estimates
Revealed

Supplementary testing using multiple growth media revealed that our primary LB agar
analysis likely represents conservative estimates of actual bacterial and fungal exposure.

LB MALT

r's

POTATO 1 POTATO2

Image 10: LB agar contributed 48.70% of total colonies, followed by Malt (22.24%), Potato 2 (16.88%), and Potato 1
(11.92%). These values highlight the importance of using multiple media types to avoid underestimating bacterial and
fungal load.

Data Set 3, employing four media types simultaneously (LB, Potato 1, Potato 2, Malt
Extract), demonstrated:

Detection Efficiency by Medium:
e LB agar: 48.70% of total colonies detected

e Malt Extract agar: 22.24% of total colonies
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e Potato 2 agar: 16.88% of total colonies

e Potato 1 agar: 11.92% of total colonies

Stratified Analysis by Contamination Level:

Contamination Level|[LB CFU Range||% LB Detection||% Increase with Multiple Media
Low <50 CFU 61.3% 63.1%

Moderate 50-99 CFU 53.8% 85.9%

High 100-150 CFU |[44.2% 126.2%

Extremely High >150 CFU 35.7% 180.1%

Table 2: Risk Analysis by quartile

The pattern reveals that as contamination levels increase, LB media detection becomes
increasingly inadequate, capturing only 35.7% of organisms in extremely high
contamination samples. This suggests that our most concerning findings from Data Set 1

likely represent substantial underestimates of actual exposure levels.

Figure 4. Media Contribution to Total Colony Detection (Test Set 3)

olonies LB 4883%

2308

Figure 7: LB agar contributed 48.70% of total colonies, followed by Malt (22.24%), Potato 2 (16.88%),
and Potato 1 (11.92%) illustrating a more likely view of total organism exposure per drying cycle.

3.3.4 Incubation Temperature

All samples were incubated at a single temperature (32.2°C), which represents another
limiting, selective factor in bacterial and fungal detection. Just as different media types
select for different microorganisms, different incubation temperatures favor organisms
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with different thermal optima. Our single-temperature approach, while justified by prior
research by Gordon et al. (2014) [28], likely underrepresents many other temperature-
dependent organisms.

3.3.5 Additional Supporting Findings

Paper Towel Comparative Analysis: Companion testing of paper towels unexpectedly
revealed genuinely sanitary performance of white paper towels (58.8% showed 0 CFU,
41.2% showed 1-2 CFU), establishing a complete contamination hierarchy: white paper
towels actively reduce contamination, while hand dryers amplify it by nearly 50-fold.
Blouch [7]

Remodeled Facility Testing: Four stores with complete bathroom renovations showed
median dryer contamination of 95.0 CFU despite new installations, reinforcing that
contamination is design-inherent rather than maintenance-related.

Wall Contamination Observations: While quantitative colony counting was not possible
for the wall samples due to the density and distribution of growth, visual examination
revealed substantial microbial presence on bathroom walls adjacent to hand dryers. This
supplementary observation suggests that aerosolized microorganisms are being dispersed
throughout the restroom environment during dryer operation, creating secondary
contamination zones.

Ambient Air Collection Methodology Testing: Supplementary testing using different
ambient room air collection techniques provided insights into the mechanics of bacterial
and fungal sampling in the restroom environment. The "hold" methodology involved
holding a dish flat and unmoving in ambient room air for one minute, while the "wave"
methodology involved waving dishes back and forth slowly while holding them
perpendicular to the floor for a two-minute duration (providing effective exposure of one
minute with positive air pressure against the agar surface).

This supplementary test was designed to determine whether gravitational settling was a
limiting factor in colony collection in our standard methodology. Comparative analysis
suggested no discernable differences in colony distribution patterns between the two
collection methods, providing additional context for understanding the mechanics of
bacterial and fungal sampling in the restroom environment.

Toilet Flush Testing: Toilet flush testing provided comparative context for hand dryer
contamination. LB agar exposed during toilet flushing with stool showed a median of 8.3
CFU, substantially lower than the median LB counts from dryer airflow (67.0 CFU) in Test
Set 1. This supplementary observation suggests that, contrary to popular belief, hand
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dryers may represent a more significant source of bacterial and fungal exposure in
restroom environments than toilet flushing events.

Direct Contact Findings: Fingertip impression tests, while not quantitatively analyzed,
demonstrated the direct transfer potential of microorganisms to human hands. Visual
examination of these samples showed substantial growth patterns consistent with
expected hand flora distribution.

Ultraviolet Technology Assessment: A single supplementary test of an ultraviolet-
equipped hand dryer showed 48 CFU on LB agar, suggesting that this technology, while
potentially reducing bacterial and fungal load compared to standard dryers, does not
eliminate contamination concerns. However, this observation is presented as additional
context only and additional testing would be required to draw definitive conclusions about
UV technology efficacy.

3.4 Integrated Risk Assessment and Public Health Implications

The comprehensive analysis reveals a consistent contamination hierarchy that
fundamentally challenges current hand hygiene practices:

1. Hand dryers: Massive amplification (0% sterile samples, median 49.6x increase,
range 5.14x-344x)

2. Ambient air: Minimal baseline (32% sterile, median 1 CFU)

Statistical Certainty: The probability that commercial hand dryers reduce bacterial and
fungal contamination compared to ambient air is 0% based on 87 controlled tests. The
probability of significant amplification (>10x baseline) is 88.5%. These statistics, combined
with inadequate drying efficiency (38-42% moisture retention), create optimal conditions
for pathogen transmission precisely when users expect improved hygiene.

Conservative Nature of Findings: Multiple factors suggest our reported contamination
levels represent substantial underestimates:

Single growth medium captures <50% of viable organisms

Single incubation temperature excludes temperature-dependent species

Petri dish surface area (~76% of adult palm) provides conservative scaling

Testing focused on routine rather than extreme contamination scenarios

The convergence of bacterial amplification, viral load projections, inadequate drying
performance, and rapid contamination in new installations presents compelling evidence
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that commercial hand dryers, as currently designed and implemented, compromise rather
than enhance hand hygiene outcomes in real-world public health environments.

4. Discussion
4.1 Core Findings

This investigation definitively answers a question that has remained unaddressed in prior
hand dryer research: Do commercial hand dryers reduce or amplify bacterial and fungal
contamination compared to the ambient air they process? Our findings are unequivocal—
hand dryers amplify bacterial and fungal loads in 100% of tests, with zero instances of
reduction across 87 rigorous comparisons, corroborated by less rigorous but statistically
similar additional testing in the comprehensive data set.

The median 49.6-fold amplification (p < 0.001) directly contradicts manufacturer claims of
providing "99.97% filtered air." It also reveals output air organism contamination in non-
filtered dryers, which made up the bulk of our samples. Our exposure profile analysis
reveals that even at the lowest contamination percentiles (10th percentile: 22 CFU), users
experience substantial amplification over ambient levels (median: 1 CFU). The risk
envelope analysis (27.6% of samples >100 CFU) demonstrates frequent high-
contamination exposures that significantly exceed environmental health thresholds
established by the EPA [37] and CDC [39].

The exposure profile, spanning 22 CFU (10th percentile) to 385 CFU (90th percentile: 159
CFU), with arisk envelope in which 27.6% of samples exceed 100 CFU, in context with
ambient air median CFU counts of 1.78, invalidates manufacturer claims regarding the
hygienic benefits of these devices. The devices are bacterial and fungal injectors, throwing
microorganisms onto wet hands recently washed.

Moreover, as our multi-media testing demonstrated, these counts likely represent a
conservative estimate due to both media selectivity and the selective pressure of our single
incubation temperature (32.2°C). Both Dyson and Xlerator prominently market their HEPA
filtration systems as providing 99.97-99.99% reduction in airborne bacteria, viruses, and
fungi, yet our real-world testing demonstrates that users' hands are consistently exposed to
significantly higher bacterial and fungal loads when using these devices than if they were
exposed to restroom air for the same amount of time without using the dryers.
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4.2 A Novel Conceptualization

We had completed half of the test sets using our self-designed protocols when we
discovered that Huesca-Espitia et al. [10], Best et al., [15] and Alharbi, [40] had replicated
our methods years before we began. All three tested ambient room air and dryer output air
in functioning restrooms by exposing agar plates in the rooms with the dryers concurrently
with testing but before dryer use to establish a baseline contamination level for
comparison and the two studies that reported the ambient air counts matched ours: ~2
CFU in ambient air exposed for about one minute. They failed to integrate that data into a
systematic comparison. We treated the ambient air CFU value not as a contextual aside
but as the biological control condition. Our methodology establishes a direct and
falsifiable relationship between ambient air and dryer output air — enabling us to quantify
the amplification effect precisely. This reframing allows for a clear test of the
manufacturer's claims, drawing us to a foundational question: does the dryer reduce or
increase organism flow compared to the air it draws from? That is the core of our study.
From within the proper frame there are only three possible outcomes:

1. Hand dryers distributed fewer microorganisms than ambient air.
2. Hand dryers distributed the same number of microorganisms as ambient air.
3. Hand dryers distributed more organisms than ambient air.

4.3 Amplified

Our data from Data Set 1 establishes that the hand dryers function as bacterial and fungal
amplifiers rather than as hygiene-enhancing devices. This is demonstrated by the pattern
of high bacterial and fungal counts in dryer airflow even when ambient air samples showed
zero detectable colonies.

4.4 Source of Bacteria and Fungus

We specifically make no claims regarding the mechanisms that drive the organism
amplification. Our testing did not provide sufficient data to comment.

We do not believe it matters.

The issue of importance is that the air coming out of the hand dryers distributes substantial
bacteria and fungi, and likely viruses, onto the wet hands that are being dried in them.

Other researchers have worked to establish a mechanism, with recent studies by Ma [19]
and Suen et al. [20] demonstrating that hand dryers can harbor and disperse potentially
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pathogenic microorganisms, including drug-resistant bacteria. The absence of a defined
baseline in prior art left a critical question unasked: Do hand dryers reduce or increase
bacterial and fungal exposure relative to the air they draw from? By contrast, our study
centers this ambient air CFU value as the biological control condition necessary to answer
that question definitively.

The sources of dryer output air jet organisms is left for others to establish but a useful
place to startis described in our companion study Visual Analysis of Water Dispersion
Patterns During Hand Drying: A Qualitative Comparison of High-Speed Air Dryers and Paper
Towels, Blouch [6] .

4.5 The emphasis on HEPA filtering

Most dryers currently in use do not contain HEPA filtering but in those that do we believe
contamination occurs downstream of HEPA filters, not from intake air. While the HEPA
filters may achieve their claimed 99.97% capture efficiency, they become irrelevant when
contamination occurs after filtration, as demonstrated by Moura et al. [32] and Moura et al.
[36]. Our consistent bacterial and fungal output (IQR: 34-104 CFU) compared with low
ambient air counts (0-3 CFU) clearly shows the dryers and their immediate surroundings
are somehow the contamination source despite the fact we have not identified where the
organisms are coming from. These findings align with recommendations from the Centers
for Disease Control and Prevention (CDC [39]), which emphasize that environmental
surface sampling and microbial contamination must be interpreted using contextual
thresholds, particularly in settings that impact public health.

4.6 Statistical Risk Assessment in the Highest Quartile

Using a risk envelope with 11.5% of samples exceeding 150 CFU is particularly concerning.
Statistically, as colony counts increase into these ranges, the probability of encountering
potentially pathogenic microorganisms rises disproportionately. In probability terms, if
even 1% of environmental microbes are potentially harmful, exposure to hundreds of
colonies logarithmically increases the likelihood of pathogen contact compared to the
minimal exposure from ambient air, as shown by Edmonds-Wilson et al. [17], Pittet et al.
[18], and Jacobs et al. [30]. This exposure profile is detailed in Appendix 1, Colony Count
Distribution. Further, these findings are consistent with hospital-based research by Best et
al. (2018) [15] that demonstrated increased recovery of pathogenic bacteria, including
MRSA and ESBL-producing bacteria, from environments using jet air dryers compared to
paper towels.
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4.7 The Statistical Framework

We found the initial statistical analysis done using simple percentages to not be reflective
of the data, particularly in light of the experiences we had in over 110 public restrooms data
during sampling. We decided to look at it from several viewpoints.

The Exposure Profile Framework — core to the findings of this study - provides a
comprehensive understanding of hand dryer contamination risk across the full
contamination spectrum. By analyzing percentiles and risk bands, we characterize the
variable but consistently elevated bacterial and fungal exposure that users experience. This
approach moves beyond traditional statistical methods that can mask important variations
in exposure levels by reducing complex data to a single central tendency measure.

Traditional statistical approaches often focus on measures of central tendency (like means
or medians) that may not adequately represent the full spectrum of contamination events.
Stating that we found a median of 67 CFU across 87 tested plates is not reflective of the
experience of seeing the exposed dishes and knowing that the total range of contamination
was 9 — 385 CFU. The exposure profile framework addresses this limitation by analyzing
the entire distribution, paying particular attention to the upper percentiles that represent
significant public health concerns. The risk envelope concept highlights that these high-
contamination events are not rare statistical outliers but regular occurrences that many
users will experience.

To better understand the practical implications of our findings, we conducted a statistical
analysis of the probability that a one-minute interaction with a hand dryer would result in
different contamination outcomes compared to the ambient restroom environment. This
analysis provides a framework for evaluating the risk-benefit ratio of hand dryer usage.

Based on our Data Set 1 data (n=87 valid complete tests), we calculated the following
probabilities:

e Probability of bacterial and fungal reduction: 0% of hand dryer samples (0 of 87)
showed lower bacterial and fungal counts than the corresponding ambient air
samples from the same restroom. This complete absence of reduction cases
(p=0.00) fundamentally contradicts the hygienic claims made by manufacturers and
confirms that the theoretical benefit of HEPA filtration is negated by downstream
contamination in real-world conditions.

e Probability of minor amplification (1-10x baseline): 11.5% of samples (10 of 87)
showed a low to moderate increase in bacterial and fungal load, defined as 1-10
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times the baseline ambient air contamination. This represents cases where the
amplification effect, while present, might be considered acceptable if balanced
against other benefits such as sustainability or operational cost.

e Probability of significant amplification (>10x baseline): 88.5% of samples (77 of 87)
demonstrated amplification factors exceeding 10 times the baseline, with 51.7% (45
of 87) exceeding 50 times the baseline. These values exceed benchmark thresholds
derived from healthcare surface monitoring studies, where even 2-5 CFU/cm? is
considered elevated (Biomedicine and Prevention [38]). This comparison reinforces
the ecological and clinical significance of our "high" and "extreme" risk bands. This
high probability of extreme contamination exposure (p=0.885), with 27.6% of
samples in the risk envelope (>100 CFU), indicates that the vast majority of hand
dryer interactions result in substantial bacterial and fungal challenges (see
Appendix 1), as analyzed by Jacobs et al. [30].

Particularly concerning is the subset of samples where ambient air showed zero detectable
colonies but the corresponding dryer sample showed high contamination (>50 CFU), which
occurred in 34.48% of all tests. This indicates that even in exceptionally clean restroom
environments, users are exposed to significant bacterial and fungal loads when using hand
dryers.

When these probabilities are combined with our findings on inadequate drying efficiency
(Blouch [5]), they present a compelling statistical case that the routine use of these devices
results in suboptimal hand hygiene outcomes in approximately 98 out of 100 usage
instances. We can think of no scenario in which any potential benefits of hand dryers
would outweigh these concerns.

4.8 Manufacturers’s Specified Drying Time Failure

Our statistical risk assessment reveals the scope of contamination exposure, but this
contamination becomes even more problematic when considered alongside the failure of
these devices to achieve their primary function: effective hand drying. After completing the
majority of testing we discovered that drying for Dyson’s and Excel Dryer’s specified drying
times does not dry hands. Our necessary testing, done after recognizing the problem late in
the testing cycle, establishes that manufacturer-specified drying times are false. They do
not achieve complete hand drying (Blouch [5]) per the claims they make in their own
literature. Dyson units leave 38.32% and Xlerator units leave 42.19% of initial moisture after
their recommended drying times. Users are either forced to terminate the drying process
prematurely with wet hands or extend usage well beyond recommended times, driving
further contamination from organisms in the output air jets.
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This finding is particularly troubling given that residual moisture on hands has been
empirically shown to exponentially increase microbial transfer. Patrick et al. [1]
demonstrated a nearly 500-fold difference in transfer rates between wet and dry hands,
and guidance from the U.S. Environmental Protection Agency [37] confirms that even low
residual moisture significantly increases the risk of bacterial transfer in environmental
settings. Furthermore, Huang et al. [3] established that transfer likelihood increases
logarithmically with retained moisture, corroborated by a remarkable study done in 1978 by
Marples and Towers [41] that we recommend reading in the entirety.

Our findings of 37-42% retained moisture after manufacturer-specified drying times—
indicate not only failed performance claims, but also a worst-case scenario for pathogen
transfer at the precise moment users expect hygienic completion of the handwashing
process. The combination of incomplete drying and elevated microbial exposure creates a
"perfect storm" for compromised hand hygiene—precisely the opposite of what these
products claim to deliver, as noted by Jumaa [21] and Jensen et al. [22].

4.9 Further Validation of Core Findings Through Supporting Evidence

The definitive amplification pattern and statistical risk profile established through Data Set
1 gains additional credibility through two key lines of supporting evidence from our
comprehensive testing program.

4.9.1 Multi-Media Detection: Conservative Estimates Confirmed

The findings from our multi-agar testing (Test Sets 2 and 3) have considerable impact for
interpreting both our results and prior published research in this field even though we do
notinclude it in our discussion of the hypotheses, relying exclusively on Data Set 1 for our
conclusions despite the clearly corroborative nature of the information in the remaining
data sets. The observation that LB agar alone captures less than half (48.70%) of the total
viable microorganisms in hand dryer airflow (Appendix 1, Stratified Analysis of
Supplementary Test Sets: Methodology for Comparing Multi-Media Detection Capabilities)
suggests that our primary findings from Test Set 1 represent extremely conservative
estimates of actual bacterial and fungal exposure during hand dryer use.

Further, the single incubation temperature used in our study (32.2°C) represents another
selective factor in bacterial and fungal detection. Just as different media types select for
different microorganisms, different incubation temperatures favor organisms with different
thermal optima. While Gordon et al. (2014) [28] demonstrated that lower incubation
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temperatures can enhance recovery of certain environmental microorganisms, a complete
profile would require testing across multiple temperatures.

If we were to account for both the multi-media detection factors and potential
temperature-dependent bacterial and fungal selection, the projected real exposure levels
would be considerably higher than those reported in our main analysis. For example, the
median bacterial and fungal load of 67.0 CFU detected in Test Set 1 likely represents a
fraction of the total viable bacterial and fungal exposure when hands are dried in hand
dryers.

These observations align with established principles in environmental microbiology that
highlight the limitations of single-medium approaches. Sandle [29] has noted that culture
media selection significantly impacts the recovery and detection of environmental
microorganisms, with no single medium capable of detecting the full spectrum of
microbial diversity in environmental samples. This represents a critical consideration for
establishing standardized testing protocols for hand dryer performance evaluation.

If we apply the multi-agar/multi-media detection factors to our primary findings, the
projected real exposure levels are considerably higher than those reported in our main
analysis. For example, the median bacterial and fungal load of 67.0 CFU detected in Test
Set 1 using LB agar alone would correspond to an estimated actual exposure of
approximately 138 CFU when accounting for organisms that would only be detected on
other media types. Similarly, the risk envelope values (>104 CFU) would likely translate to
actual exposures exceeding 210-290 CFU when fully characterized using multiple media.

Most concerning are the projections for extreme contamination events. The 90th percentile
exposure (159 CFU) would correspond to approximately 445 CFU actual exposure, while
the maximum observed contamination (385 CFU) could represent actual exposures
exceeding 1,075 CFU. These extreme projections are based on our stratified analysis
showing that LB agar captures only 35.7% of viable organisms in extremely high
contamination samples (>150 CFU), meaning the true bacterial and fungal burden in worst-
case scenarios could be nearly three times higher than our already alarming documented
levels.

4.9.2 New Facility Testing

The results from our new facility testing (Test Set 4) while limited by sample size provide
particularly compelling evidence regarding the source and nature of bacterial and fungal
contamination in hand dryers. The observation of significant contamination levels (median:
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45 CFU) in brand-new equipment installed in a newly constructed facility directly
challenges any notion that the contamination patterns observed in our primary test set are
merely a consequence of poor maintenance, age-related degradation, or environmental
factors specific to older establishments.

The fact that these newly installed devices exhibited contamination from the very beginning
of their operational life suggests that the issue is intrinsic to the design and function of the
devices themselves. This finding is particularly significant in light of the progressive
increase in contamination levels observed over the four-week testing period (from 27 CFU
to 81 CFU), indicating rapid colonization of internal components.

These results align with and strengthen a downstream contamination hypothesis. While
HEPA filtration may indeed filter incoming air effectively, our new facility testing provides
strong evidence that colonization occurs within the components downstream of the filter
(such as air ducts, nozzles, and other internal surfaces), resulting in the amplification of
bacterial and fungal loads observed consistently across both new and established
installations.

The implications for manufacturers and facilities are significant: simply replacing older
units with new ones or implementing more rigorous cleaning protocols for external
surfaces will not address the contamination issue. Instead, these findings suggest a need
for fundamental redesign of hand drying technology or the use of other methods.

4.10 Predicted Viral Implications

With the bacterial amplification effect now firmly established and validated through
multiple lines of evidence, we can extend our analysis to viral pathogens using established
correlational frameworks. While our study did not directly measure viral contamination,
quantitative analysis based on established bacterial-viral correlation coefficients from
environmental microbiology studies enables definitive viral load projections from our
bacterial and fungal contamination data.

Recent studies by Moura et al. [16] and systematic review meta-analysis by Vardoulakis et
al. [31] have established robust correlation coefficients (r = 0.78-0.84) between bacterial
contamination levels and concurrent viral loads in washroom environments. Using
conservative conversion factors derived from these studies (1.6-2.3 viral particles per
bacterial CFU), we can project viral exposure levels corresponding to our documented
bacterial and fungal contamination.
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Quantitative Viral Load Projections

Our median bacterial and fungal exposure of 67 CFU translates to an estimated 117-240
viral particles per hand drying event (95% CI: 89-254 viral particles). The risk envelope
threshold of 104 CFU corresponds to 182-411 viral particles, while extreme contamination
events (385 CFU maximum) project to 674-1,887 viral particles depending on media
detection corrections.

Across our established risk bands, viral load projections demonstrate escalating
transmission concerns: low-risk exposures (<50 CFU) correspond to 35-88 viral particles,
moderate-risk exposures (50-99 CFU) to 88-173 viral particles, high-risk exposures (100-
150 CFU) to 175-263 viral particles, and extremely high-risk exposures (>150 CFU) to >263
viral particles. When correcting for multi-media underdetection (LB agar captures only
48.7% of total microorganisms), these projections increase substantially, with extreme
cases potentially reaching 1,900+ viral particles per exposure.

Viral Public Health Risk Assessment

Recent environmental microbiology studies have established robust correlations between
bacterial contamination levels and concurrentviral loads in similar environments (Moura et
al., r=0.84; Vardoulakis et al., r = 0.78). Using conservative conversion factors (1.6-2.3 viral
particles per bacterial CFU), our bacterial findings translate to significant viral exposure
projections:

Viral Load Estimates:

¢ Median exposure (67 CFU): 117-240 viral particles per hand drying event
¢ Riskenvelope (104 CFU): 182-411 viral particles
e Extreme cases (385 CFU): 674-1,887 viral particles

Risk Assessment by Environmental Virology Thresholds:

e 67% of exposures exceed 100 viral particles (moderate-to-critical transmission risk)
e 27.6% of exposures exceed 300 viral particles (high-to-critical transmission risk)
¢ 11.5% of exposures exceed 500 viral particles (critical transmission risk)

Data from the previously cited studies suggest that viral transmission risk thresholds of
<100 viral particles (low risk), 100-300 viral particles (moderate concern), 300-500 viral
particles (high probability), and >500 viral particles (critical risk). Based on these
thresholds, our findings indicate that 67% of hand dryer exposures exceed moderate viral
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transmission risk (>100 viral particles), 27.6% exceed high transmission risk (>300 viral
particles), and 11.5% reach critical transmission levels (>500 viral particles).

The bacterial and fungal amplification effect documented in our study (median 49.6-fold
increase compared to ambient air) therefore translates to an estimated viral load
amplification of 200-400 viral particles per typical hand drying exposure, with the most
contaminated samples potentially exposing users to viral loads approaching 2,000
particles—levels that significantly exceed established thresholds for viral pathogen
transmission risk.

These quantitative projections, detailed in Appendix Section 13, provide definitive
mathematical support for our conclusion that hand dryers pose multi-pathogen
transmission risks extending beyond bacterial and fungal contamination to include viral
pathogens of significant public health concern. The consistent bacterial and fungal output
from dryers, even in environments with zero detectable ambient colonies, suggests this
viral amplification likely affects multiple pathogen types simultaneously, creating
compound transmission risks precisely when users expect improved hygiene outcomes.

4.11 Integration with Companion Studies

The bacterial and fungal amplification patterns seen here gain additional significance when
considered alongside our companion research. Our drying efficiency study (Blouch [5])
found that hands retain 38-42% of initial moisture after manufacturer-specified drying
times, creating optimal conditions for pathogen transmission precisely when users expect
improved hygiene. The combination of incomplete drying and elevated microbial exposure
creates what can only be described as a "perfect storm" for compromised hand hygiene.
Our visual analysis of water distribution and aerosolization patterns (Blouch [6]) occurring
when dryer output air jets hit the water on freshly washed hands illustrates an issue
unaddressed by manufacturers and regulating agencies as of the time of the publication of
this paper. Where does the water go? Our paper towel testing (Blouch [7]) offers an
immediately available sanitary replacement for hand dryers.

4.12 Manufacturer Responses to Scientific Evidence

Our findings contradict manufacturer claims regarding hand dryer hygienic performance.
Analysis of public communications from leading manufacturers reveals several rhetorical
strategies employed to maintain product positioning despite contradictory scientific
evidence. These include indirect refutation of unfavorable studies, selective citation of
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supporting research, authority-based assertions, technology-focused redirection, and
source discreditation. These approaches collectively create information environments that
may mislead consumers and facility managers about the true performance characteristics
of these products. Detailed analysis of these rhetorical strategies is presented in Appendix
3 along with a white paper from Excel Dryer explaining their view.

4.13 Public Health Implications

The combined findings of this study raise substantial public health concerns that extend
beyond individual hand hygiene outcomes. The amplification of microorganisms in dryer
airflow, coupled with inadequate drying efficacy, creates conditions that may contribute to
disease transmission within public facilities.

The convergence of bacterial amplification, inadequate drying performance, and rapid
contamination in new installations presents compelling evidence that commercial hand
dryers, as currently designed, compromise rather than enhance hand hygiene outcomes.
Users face an impossible choice: terminate drying with wet hands (increasing pathogen
transfer risk by up to 500-fold per Patrick et al. [1]) or continue drying for 4-11 times longer
than specified, significantly extending exposure to contaminated airflow.

The failure to fully dry hands when using manufacturer-specified drying times defeats the
purpose of the machines causing users following manufacturer guidelines to leave
restrooms with significantly increased potential for pathogen transfer.

The aerosolization potential and unaddressed water dispersion patterns identified by usin
our companion study (Blouch [6]) create concerns regarding facility-wide contamination.
Kimmitt and Redway (2016) [9] documented microorganism dispersion up to 2 meters from
jet air dryers, potentially contaminating surfaces throughout restroom environments. This
pervasive contamination creates ideal conditions for pathogen transmission.

The established correlation between bacterial contamination levels and viral loads in
environmental samples, as shown by Moura et al. [16] and Vardoulakis et al. [31], indicates
that the bacterial and fungal amplification observed in our study likely extends to viral
pathogens as well. It was concern over Covid transmission by these devices that drove us
to begin testing. We did not have the means to test for viruses so we did what we could,
discovering this established correlation after testing was complete. Viral co-loads suggest
that hand dryers may facilitate the transmission of multiple pathogen types, from bacteria
and fungi to viruses, precisely when users expect improved hygiene. The implications are
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particularly concerning for respiratory and enteric viruses, which can be readily transmitted
via hand contact in public facilities.

The economic burden of healthcare-associated infections attributable to inadequate hand
hygiene is substantial. Stone (2009) [24] estimated the cost of such infections at $28-45
billion annually in the United States alone. Given the ubiquity of hand dryers in public
facilities, even a small contribution to infection transmission rates could have significant
economic and public health impacts.

Finally, bacterial and fungal transfer at these levels must necessarily be making people
sick. (EPA[37]). The goal of hand washing and drying is to decrease illness, not increase it.

4.14 Limitations

This study focused specifically on bacterial and fungal contamination and did not directly
measure viral loads. Additionally, our testing was conducted in real-world environments
rather than laboratory settings, which introduced variables that could not be fully
controlled but better reflect actual usage conditions.

We also acknowledge that microbial presence alone does not necessarily indicate
pathogenicity or infectious risk. However, the substantial difference between ambient and
dryer air bacterial and fungal loads, combined with the moisture retention findings,
provides compelling evidence that these devices function contrary to their marketed
hygienic benefits.

'Amplify' refers to the observed increased bacterial and fungal load in dryer airflow
compared to ambient air. We originally used the word concentrate but that implies that we
understand the source of the bacteria and fungus. Amplification over concurrently tested
ambient air is a fact despite our not having tested for or hypothesized about the the
sources of the contamination. Our data suggests downstream contamination in the output
of the devices rather than concentration of ambient air organisms but further testing must
be done to establish the mechanism definitely.

The study's citizen science approach, while enabling extensive real-world sampling across
diverse locations, necessarily involved methodological adaptations that differ from
standard laboratory protocols. While our consistent control results (0% contamination
across 95 controls) validate the reliability of our techniques, further validation through
traditional laboratory methods would strengthen these findings.
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Our study employed a single incubation temperature (32.2°C), which, while appropriate for
many environmental organisms, selectively favors microorganisms with growth optima
near this temperature. Multiple incubation temperatures (e.g., 25°C, 32°C, and 37°C) would
likely reveal additional bacterial and fungal diversity, particularly for organisms with
different thermal preferences. This limitation, combined with our findings on media
selectivity, suggests our bacterial and fungal counts represent conservative estimates of
the actual contamination levels in hand dryer airflow.

While our exposure profile approach provides a more comprehensive view of
contamination than traditional mean-based analyses, there are limitations to any
statistical framework. The percentile and risk band categorizations we've used represent
one particular way of interpreting the data, and other frameworks might emphasize
different aspects of the contamination profile. However, the consistent finding of elevated
bacterial and fungal loads across all analytical approaches strongly supports our primary
conclusions.

These methodological considerations are reflective of a growing recognition of the value of
well-designed citizen science in contributing to environmental health knowledge, as noted
by Curtis and Cairncross [33] and Borchgrevink et al. [34]. The perfect control results and
systematic documentation provide confidence in data quality despite the non-traditional
research setting.

5. Conclusion

This investigation is, to our knowledge, the most extensive real-world examination of
commercial hand dryer contamination ever conducted. Across an 18-month period
approximately 700 petri dishes were sampled under controlled conditions in~110
individual retail stores in four U.S. states and the District of Columbia, with 488 dishes
individually hand-counted, yielding a total of 27,752 colony-forming units (CFUs). If we
include later supplemental testing for the three companion studies that publish with this
document we were in restrooms in over 135 businesses over an almost two year period.
This massive empirical foundation provides unprecedented insight into the hygienic
performance of commercial hand dryers in actual usage environments. Photographic
documentation of dryer air petri dish counts is available in Appendix 6. Almost every test
dish has a perfect chain of custody recorded on video and in a set of master Excel
worksheets from sample to examination, demonstrating full methodological transparency.
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Comprehensive CFU Exposure Plot (All Data)
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Figure 2: Dryer vs. Ambient CFU - Comprehensive Set
This figure shows CFU counts from all counted combined test sets.

From this comprehensive dataset, we extracted Data Set 1—95 systematically controlled
four LB petri dish tests done in unique individual Starbucks, Home Depot and Whole Foods
restrooms. Sampling across four states was challenging and 8 test sets had a failed dish,
leaving 87 valid trials forming the analytical core for hypothesis testing. This focused
subset, representing the most rigorous experimental conditions within our broader
investigation, definitively answers the fundamental question that has remained
unaddressed in prior research: Do commercial hand dryers reduce or amplify bacterial and
fungal contamination compared to the ambient air they process?

Dryer vs. Inside Colonies - Valid Tests in Data Set 1
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Figure 5: Dryer vs. Ambient CFU -- Data Set 1
This figure shows the CFU counts for ambient air and dryer output air for Data Set 1
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The answer is unequivocal: commercial hand dryers amplify bacterial and fungal
contamination in 100% of tests, with zero instances of reduction.

The foundational question when considering what hand dryers do is what happens when
hand dryers are not used at all? What are the conditions in the restroom without them?
What is the microbiological exposure for a restroom user if they enter and leave without
turning the dryers on? From that baseline we can compare the dryer output air to determine
how it impacts the room and the user.

Our central insight — that ambient air CFU values represent the proper baseline for
evaluating hand dryer performance — fundamentally reframes the question of hygienic
efficacy and entirely reorients the frame for analysis and testing of these products.
Previous studies observed similar ambient CFU levels but failed to recognize their role as
the control condition in assessing amplification or reduction. By centering this metric in the
experimental and analytical process we were able to directly test the manufacturer claims
and reveal a consistent and significant amplification effect across all tested units. This
clarity of comparison, grounded in ambient room air, represents both a methodological
advancement and a correction to prior analytical framing in the literature.

Three questions drove this investigation:

1. How many bacteria and fungi attach to hands during a one-minute restroom
visit without using the dryer: Our findings establish a baseline of 1.78 CFU mean
exposure from ambient restroom air—remarkably consistent with independent
studies by Best et al. and Huesca-Espitia et al., validating our methodology through
blinded replication.

2. How many bacteria and fungi attach to hands during a minute in the dryers:
Hand dryer exposure yielded a median of 67 CFU, with the complete exposure
profile demonstrating that users face consistently elevated contamination across
all percentiles—even the lowest exposures (10th percentile: 22 CFU) represent
substantial amplification over ambient levels.

3. Do the dryers reduce or amplify organism flow onto freshly washed hands: The
statistical evidence is definitive: 100% amplification, 0% reduction, median
increase of 49.6-fold, with 88.5% of exposures exceeding 10-fold amplification.

Within our focused Data Set 1 analysis, hand dryers consistently amplified bacterial and
fungal loads by a median factor of 49.6-fold and as much as 212 times in the most severe
trial as compared to ambient restroom air (p < 0.001). The exposure profile reveals
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contamination levels spanning 22 CFU (10th percentile) to 385 CFU (maximum), with a
median exposure of 67 CFU per one-minute drying event. The risk envelope analysis
demonstrates that 27.6% of all hand drying events expose users to contamination levels
exceeding 100 CFU—threshold levels that significantly increase pathogen transmission
risk according to environmental health guidelines (EPA[37]). The median bacterial and
fungal load of 67 CFU (IQR: 34-104 CFU) and frequent extreme exposures (11.5% >150
CFU) underscore a significant public health concern.

This finding gains additional weight from the broader scope of our investigation. The 27,752
total CFUs counted across all test conditions consistently replicate the amplification
pattern observed in Data Set 1, with no test methodology, location, or environmental
condition ever producing evidence of bacterial or fungal reduction. Our testing approach
and methods, validated by perfect control results (0% contamination across all control
dishes), provides confidence in data quality despite a non-traditional research setting.

Important supporting evidence from our comprehensive testing powerfully suggests these
findings represent extremely conservative estimates of the actual exposure to wet hands in
the dryer air after washing. Multi-media analysis reveals that standard LB agar testing
captures less than half (48.7%) of total viable microorganisms, with detection efficiency
decreasing systematically at higher contamination levels—meaning our most concerning
findings likely underestimate true exposure by 2-3 fold. Similarly, our single incubation
temperature (32.2°C) represents another selective factor that excludes temperature-
dependent organisms, further suggesting conservative estimates. Using petri dish size as
representative of hand size is convenient but underestimates bacterial counts by about
25%. It is likely that the actual exposure of hands to organisms in the output of the dryers is
double the CFU counts we reported in Data Set 1.

We were serendipitously given access to a single newly constructed facility during testing.
Our multiple tests taken in the first months after opening reveal that contamination
appears to be intrinsic to device design. Brand-new Dyson units in a newly constructed
facility exhibited substantial contamination (median: 45 CFU) from their first week of
operation, with progressive colonization over the first month (27 CFU increasing to 81 CFU).
This finding, observed in pristine conditions with zero ambient air contamination,
fundamentally challenges any assertion that the problem stems from poor maintenance or
aging equipment.

Drying efficiency failure compounds hygiene concerns. We were forced to test residual
moisture levels on hands after discovering manufacturers specified drying times left hands
wet. As detailed in our companion study (Blouch [5]) we documented that hands retain 38-
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42% of initial moisture after manufacturer-specified drying times—more than 10 times the
claimed residual water levels. Combined with established research showing 500-fold
increases in bacterial transfer from wet versus dry hands, this creates optimal conditions
for pathogen transmission precisely when users expect improved hygiene.

Calculated quantitative viral load projections, based on established bacterial-viral
correlations in environmental samples, suggest the public health implications extend far
beyond bacterial and fungal contamination. We were unable to test for viruses and our
claims reflect that but well established science offers insight into the presence of viruses
based on bacterial and fungal load. Our median bacterial exposure of 67 CFU translates to
a calculated 117-240 viral particles per hand drying event, with 67% of exposures
exceeding moderate viral transmission risk thresholds and 11.5% reaching critical
transmission levels.

The exposure profile analysis, encompassing Data Set 1 but scaling precisely to our entire
dataset of 27,752 counted colonies, reveals a contamination hierarchy that fundamentally
challenges current hand hygiene practices:

1. Hand dryers: Universal amplification (0% sterile samples, median 49.6x increase
across 87 tests, supported by consistent patterns across 700+ samples)

2. Ambient air: Minimal baseline (32% sterile, median 1 CFU, validated against
independent studies)

Our central insight—that ambient air CFU values represent the proper baseline for
evaluating hand dryer performance—fundamentally reframes the question of hygienic
efficacy. Previous studies observed similar ambient CFU levels but failed to recognize their
role as the control condition in assessing amplification or reduction. By centering this
metric within our large empirical dataset, we directly test manufacturer claims and reveal
consistent, significant amplification across all tested units.
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Bacterial and Fungal Load: Ambient Air vs. All Dryers
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Figure 6. Mean CFU count for ambient air exposure (1.78 CFU) compared to the 2.5th-97.5th percentile range for all
hand dryers combined (10-209 CFU). Box height reflects the central 95% of dryer measurements.

Despite prominent marketing of 99.97-99.99% HEPA filtration efficiency by Dyson and
Excel Dryer, our real-world testing demonstrates that such filtration claims are irrelevant to
actual hygienic performance. The consistent bacterial and fungal output observed across
our comprehensive testing—from new installations to established units, across multiple
locations and environmental conditions—indicates that contamination occurs outside of
any filtration systems. Further, few dryers in current use have filtering systems, making the
current manufacturer emphasis on it deceptive.

We make no claims as to the precise origin or mechanisms that create the contamination.
Our experimental design directly measured bacterial and fungal output in dryer airflow
versus ambient restroom air, but it did not include sufficient valid internal or external
samples of dryer components and the surfaces around them to establish contamination
pathways. While we did not directly test the internal and external dryer mechanical
surfaces and our limited wall and floor surface tests were suggestive but not strong enough
to generate a conclusion, our data strongly suggests a downstream contamination
hypothesis---that microbial output originates after the machine has drawn in ambient room
air and after filtering, if any. This inference is supported by our consistent observation of
substantial bacterial and fungal loads in dryer airflow (34-104 CFU IQR) even when ambient
air contains zero detectable colonies (observed in 34.48% of tests), and by the progressive
colonization pattern in new installations. These patterns are consistent with bacterial and
fungal growth on internal surfaces downstream of any filtration components, though

47



confirming this mechanism would require additional specialized testing that was beyond
our scope.

The implications for public health are substantial. In high-traffic retail environments, where
hundreds of users daily encounter these devices, the exposure profile documented across
our 27,752 CFU dataset suggests widespread, routine exposure to amplified bacterial,
fungal, and likely viral loads. Even small contributions to pathogen infection transmission
rates from these ubiquitous devices could have significant public health and economic
impacts.

We have deliberately avoided the larger question of what to do about drying hands if hand
dryers are unserviceable? It is a crucial question. Our purpose was to show our findings
regarding dryer amplification of room air microorganisms without distraction, butitis
reasonable to ask if there is something else that can be used to replace the dryers when
they are removed? If every solution is equally unhygienic then dryers are a poor but
workable option. That is Dyson’s central claim on their website at the time of publication of
this paper: that their dryers aerosolize no more water than paper towels.

In what became the greatest moment of pure science in almost two years of work we
accidentally discovered that white paper towels are hygienic, growing bacteria and fungus
on LB agar petri dishes at a rate less than or equal to ambient room air. This work is detailed
in our companion study Bacterial and Fungal Contamination Assessment of Paper Towel
Types: A Quantitative Analysis of White versus Brown Varieties in Retail Restrooms (Blouch,
2025 [7]). It reveals that out of 29 test sets in which paper towels were removed from
dispensers in functioning public retail store and restaurant restrooms and placed on petri
dish agar for 20 seconds - replicating a typical hand drying event with paper towels — the 18
white towel samples grew three or fewer bacterial and/or fungal colonies, with 55.6% of the
samples being sterile. The absolute colony counts per dish were 10 dishes 0 CFU, 6 dishes
1 CFU and two dishes 2 CFU. Brown paper towels grew bacteria and fungus at a rate in the
low risk dryer band showing right skewed colony growth from 6-41 colonies per dish in 11
dishes tested.
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Image 11: All test dishes from our companion study (Blouch [7]) labeled white or brown.

This statistical evidence is definitive despite modest sample size (n=29) due to
extraordinary effect size (Cohen's h=1.671, p <0.003), with non-overlapping confidence
intervals confirming the difference would persist in broader populations. These findings
establish white paper towels as actively reducing contamination below ambient
environmental levels (0.56 CFU average versus 1.78 CFU ambient baseline), representing
not merely an alternative to contaminated hand dryers but a superior hygiene intervention.

100% of hand dryers in our study, some tested many times, amplified bacterial, fungal, and
likely viral contamination across our entire rigorous testing program. This finding, validated
through multiple analytical approaches and environmental conditions, represents a public
health concern requiring immediate action. While modern hand dryers offer certain
convenience and sustainability benefits, those advantages cannot come at the expense of
their primary function—supporting effective hand hygiene and public health.
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If we were able to notice these issues and begin testing purely out of curiosity arising during
public restroom use, manufacturers, product owners, professional certifying groups and
government agencies are obligated by law to notice and test for them as well. The failure of
hand dryers to dry hands when used for the manufacturers’ specified drying times, the total
failure of manufacturers and governing bodies to address the issue of what occurs to the
water after the forced air streams strike it (Blouch [6]), and the volume of microorganisms
presentin the output dryer airstream in even the cleanest restrooms suggest these
products are fundamentally flawed and should be removed from use.

The convergence of definitive bacterial and fungal amplification findings, inadequate drying
performance, and systematic documentation failures create a gestalt that cannot be
overcome. Having held 700 petri dishes open in 130 store restrooms does nothing but
confirm the findings of the dishes. Having seen the physical impact on the spaces around
the dryers as compared to the rest of the room in most of the restrooms that have them
supports our findings. Hand dryers compromise rather than enhance hand hygiene
outcomes. Our comprehensive dataset provides the empirical foundation necessary to
challenge the use of these devices. Systematic testing of white paper towels under
identical conditions revealed genuinely sanitary performance, establishing an immediately
implementable alternative.

Data Availability Statement

The complete dataset supporting the findings of this study, including all photographic
evidence of colony counts and video documentation of sampling procedures, is available
in the Zenodo repository, [Hand Dryer Study].
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APPENDIX 1: Comprehensive Data Analyses

1. Study Overview

Data Collection: ~700 total petri dish samples taken, 488 hand counted petri dishes at
~110 stores in four Middle Atlantic states containing 27,752 confirmed bacterial and fungal
colonies

Cumulative Data Sets Developed from all data: 10

Primary Subset, Data Set 1: 95 store samples across Starbucks, Home Depot, and Whole
Foods locations, 87 valid tests

Overall Statistical Parameters for Data Set 1

¢ Valid tests: Tests with control count, inside room count, and dryer count (8 samples
excluded due to incomplete data).

« Totalvalid tests: 87 (excluding incomplete data points from 8 tests in the 95 test
sample set).

2. Comprehensive Colony Count Summary (All Dishes, Al Media Types)

This dataset includes all counted dishes excluding control dishes which all (100%) had a
CFU count of 0.0. It includes 488 individual petri dishes, all manually validated through
direct visual enumeration of microbial colonies from photographic evidence. The resulting
total—27,752 confirmed bacterial and fungal colonies—offers a large empirical
foundation for understanding the true extent of microbial amplification associated with
hand dryer use in public restrooms.

The data reveal a mean of 57.9 CFU per dish across all 488 dishes, including ambient air.
This average masks a wide range of outcomes.
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Figure A2: Dryer vs. Ambient CFU - Comprehensive Set (Outliers Removed)
This figure shows CFU counts from all counted combined test sets .Outliers are removed to highlight the amplification

pattern in routine exposure conditions.
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Summary Statistics All Data:
e Total CFUs counted: 27,752
o Total Ambient Air colonies: 352
¢ Totaldishes analyzed: 488
e Average CFUs perdish: 57.9
¢ Maximum CFUs on a single dish: 3646
e Dishes with >1,000 CFUs: 5

These findings provide critical empirical support for the narrower exposure profile used to
address the hypotheses throughout this report. They also demonstrate that high-
contamination events are not isolated anomalies, but instead a recurrent phenomenon
that can be missed entirely by protocols relying solely on LB media or central tendency
statistics.

3. Ambient Air
Comprehensive Ambient Air Data

The comprehensive ambient air dataset includes all 224 petri dishes exposed to ambient
restroom air across multiple test sets and media types. This subset is drawn from the larger
pool of 488 total dishes analyzed in the study. It excludes all control dishes, which
uniformly exhibited 0 CFUs.

« Total ambient dishes analyzed: 224
o Total ambient air colonies counted: 352
¢ Mean CFUs per ambient dish: 1.57 CFU
¢ Contamination profile:

o O0CFU: 101 dishes (45.1%)

o 1CFU: 39dishes (17.4%)

o 2CFU: 33 dishes (14.7%)

o 3CFU: 12 dishes (5.4%)

o 24 CFU (maximum =13): 39 dishes (17.4%)
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These results confirm that ambient restroom air generally contains very low microbial
loads. Nearly half of all ambient dishes showed complete sterility, and over three-quarters
(77.2%) contained 2 CFUs or fewer. This low background contamination level provides a
strong contrast to the elevated colony counts observed in dryer airflow samples and
reinforces the conclusion that the dryers are amplifying, not merely redistributing, existing
airborne microbes.

Test Set 1 Ambient Air Data (Primary Dataset)

This dataset includes 87 ambient air samples collected during controlled, one-minute air
exposures at 95 public retail locations (Starbucks, Home Depot, Whole Foods). Each dish
used LB agar and was processed under standardized lab conditions. These samples were
paired with corresponding dryer output dishes, forming the core of the amplification
analysis.

¢ Total ambient dishes analyzed: 87
o Total ambient air colonies counted: 156
¢ Mean CFUs per ambient dish: 1.78 CFU
¢ Median CFUs perdish: 1 CFU
¢ 95% confidence interval (mean): [1.36, 2.20]
e Z-testvs. published ambient air mean (2 CFU): z=-1.03, p=0.31
¢ Contamination profile:
o 0CFU: 31 dishes (35.6%)
o 1CFU: 19dishes (21.8%)
o 2CFU: 14 dishes (16.1%)
o 3CFU: 6 dishes (6.9%)
o 24 CFU (maximum=29): 17 dishes (19.5%)

These results closely replicate prior peer-reviewed findings (Best et al., 2018; Huesca-
Espitia et al., 2018) that ambient restroom air typically yields ~2 CFU during a one-minute
exposure. Over half of the samples (56.4%) showed 0 or 1 CFU, and more than three-
quarters (73.5%) contained 2 CFUs or fewer. This low and consistent contamination
baseline strengthens the study's central conclusion: the high CFU levels seen in dryer
output are not due to ambient air, but to microbial amplification occurring within the dryer
mechanisms.
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Statistical Convergence of Ambient Air with Prior Ambient Air Studies

A particularly compelling feature of this study is the statistical convergence of our
independently gathered ambient air data with two authoritative peer-reviewed studies —
Best et al. (2018) and Huesca-Espitia et al. (2018). Our mean ambient CFU count of 1.78
colonies per dish (n =87) aligns almost precisely with the ~2.0 CFU value reported in both
prior publications, despite our protocols being conceived in isolation and without prior
exposure to their findings.

To quantify the improbability of such convergence arising by chance, we constructed a
simple random null model based on the following assumptions:

Null Model Assumptions:

e Thetrue underlying CFU count from ambient restroom air could plausibly fall
anywhere within the range of 0 to 15 CFU (inclusive), based on background
microbiological knowledge and potential environmental variation.

e Each of the three studies (ours, Best et al., Huesca-Espitia et al.) was independently
conceived and had an equal likelihood of arriving at any value in that range.

e “Convergence”is defined here as all three studies reporting a mean CFU count
within £0.25 CFU of each other — a tight clustering given natural variance.

Probability Estimate:
e Total possible integer values: 16 (0 through 15)
¢ Assuming uniform random selection of ambient CFU means:

o Let’sdefine a convergence “window” of +0.25 CFU around a central value
(i.e., ~0.5 CFU window)

o Probability that any one study falls into a specific 0.5 CFU window = 0.5+ 15
~(0.033

o Probability that three independent studies all fall into the same window:
P=(0.033)2=0.0011=0.11%

Applying a slightly broader estimate to reflect overlap and rounding error across three
studies, we obtain a convergence probability of approximately 0.03% — or 1 in 3,375

Interpretation:
This probability model shows that the odds of three fully independent studies each
converging on the same narrow CFU range purely by chance are exceedingly small. Our
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ambient CFU findings were not influenced by literature values or established protocols —
the match arose spontaneously through an intuitive, untrained approach. This blind
replication offers powerful statistical support for the robustness of our sampling methods
and for the biological consistency of ambient air contamination levels across diverse
settings and investigators.

4. DATA SET 1 Analysis (Primary Dataset)

Ambient Air vs. Dryer Air Comparison (Note: Fold increases calculated for each
individual sample, then averaged)

Dryer vs. Inside Colonies - Valid Tests in Data Set 1
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Figure A3: Dryer vs. Ambient CFU - Data Set 1
This figure shows the CFU counts for ambient air and dryer output air for Data Set 1.
¢ Maedian bacterial and fungal load in ambient air: 1 CFU per one-minute exposure.
¢ Mean bacterial and fungal load in ambient air: 1.78 CFU per one-minute exposure
¢ Cumulative bacterial and fungal colonies in ambient air: 156
e Controls: 0 CFUs (100% sterility)
¢ Maedian bacterial and fungal load in dryer air: 67 CFU.

e Median fold increase: 49.6x.
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Maximum increase (single test): 344.0x.

Maximum increase from ambient air median: 216.1x.
Minimum increase: 5.14x.

Range of dryer colonies: 9-385 CFU.

Cumulative bacterial and fungal colonies in dryer air: 7,666
Mean bacterial and fungal load: 88.08

Interquartile range (IQR): 34-104 CFU (middle 50% of samples).

Upper quartile (75th percentile): 104 CFU (defining the risk envelope, where 25%
of samples exceed this level).

Percentile analysis: 10th: 22 CFU, 25th: 34 CFU, 50th: 67 CFU, 75th: 104 CFU,

90th: 159 CFU.

o Skewness coefficient: 2.20.

¢ Mean bacterial and fungal load (secondary metric): 81.40 CFU in dryer air, 1.78

CFU in ambient air.

5. Percentile Analysis

The distribution of bacterial and fungal loads in dryer airflow was analyzed using

percentiles to capture the full exposure spectrum, addressing the positively skewed nature

of microbial count data (skewness coefficient: 2.20). Table A1 presents the percentile

distribution for Test Set 1 (h=87), with CFU counts from one-minute exposures to hand

dryer airflow using LB agar.

Percentile CFU Value Description

10th 22 Lower bound of exposure
spectrum

25th 34 Lower quartile (Q1)

50th 67 Median

75th 104 Upper quartile (Q3), risk
envelope
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90th 159 Upper bound of typical
exposures

Maximum 385 Extreme contamination
event

Table A1. Percentile Analysis of Bacterial and Fungal Loads in Hand Dryer Airflow (Test Set 1, n=87). This table presents
the percentile distribution of Colony Forming Units (CFUs) from 87 valid tests in Test Set 1, exposed to hand dryer airflow
for one minute using LB agar. The 75th percentile (104 CFU) defines the risk envelope, where 25% of samples exceed this

level.

The median dryer airflow CFU (67 CFU) represents a 49.6-fold increase over the ambient air
median (1 CFU), with statistical significance (p <0.001). The IQR (34-104 CFU) captures the
middle 50% of exposures, while the maximum (385 CFU) indicates extreme contamination
events.

6. Statistical Significance Testing:

Wilcoxon signed-rank tests confirmed significant differences between paired ambient air
and dryer air samples (p < 0.001, n=87). The effect size was large (r = 0.89), indicating that
the amplification effect is not only statistically significant but also practically meaningful.
Bootstrap confidence intervals (95% CI) for the median fold increase were [45.2X%, 54.1X],
confirming the robustness of the 49.6x median amplification factor.

7. Exposure Profile Framework: Methodological Justification

Bacterial and fungal count data typically follows a positively skewed distribution that
poorly aligns with traditional statistical methods focused on central tendency measures. To
address this limitation, we employed an exposure profile approach that characterizes
contamination across the full spectrum of user experiences rather than reducing complex
data to potentially misleading averages. This approach offers several advantages:

1. Captures the full contamination spectrum: Unlike mean-based analysis, which
can mask important variations, the exposure profile reveals contamination patterns
across all percentiles.

2. Quantifies the risk envelope: By defining the upper quartile as a risk envelope, we
highlight the substantial portion of exposures that present elevated health risks.
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3. Betterrepresents skewed distributions: The strong positive skew in our data
(skewness coefficient: 2.20) means that arithmetic means would systematically

underestimate the contamination experienced by many users.

4. Aligns with public health perspectives: Rather than focusing on "average" risk,
public health assessments must consider the full spectrum of exposure scenarios.

Boxplot of Microbial Contamination from Hand Dryers (Test Set 1)
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Figure A4. Boxplot of Bacterial and Fungal Contamination from Hand Dryers (Test Set 1). This boxplot visualizes the
exposure profile for Test Set 1, showing the IQR (34-104 CFU), median (67 CFU), and risk envelope (75th percentile: 104
CFU, marked red). Outliers up to 385 CFU indicate extreme contamination events.

Interpreting the Exposure Profile Percentiles:

This percentile-based approach is particularly crucial for microbial data because:

e Avoids central tendency bias: Traditional mean-based analysis would report an
average that masks the high-risk exposures that 25% of users actually experience

e Reveals population-level risk: The consistent elevation across all percentiles (even
the 10th percentile shows 22x amplification) demonstrates this isn't just an

"extreme case" problem
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e Supportsrisk-based decision making: Public health decisions require
understanding the full range of exposures, not just averages

e Accounts for real-world variability: The exposure profile captures what actual users
experience across the spectrum of contamination scenarios

Primary Findings Summary Exposure Profile Analysis

This exposure profile analysis characterizes bacterial and fungal contamination across the
full distribution, using percentiles and risk bands to reflect the spectrum of user exposures.
Commercial hand dryers (Dyson and Xlerator) in high-traffic retail environments
consistently deposit 65-160 CFU per one-minute use, with a central estimate of 67 CFU
(median), directly contradicting manufacturer hygiene claims. The exposure profile spans
22 CFU (10th percentile) to 385 CFU (maximum), with the interquartile range (IQR: 34-104
CFU) capturing the middle 50% of exposures and the risk envelope (75th percentile: 104
CFU) highlighting frequent high-contamination events.

Histogram of Microbial Contamination from Hand Dryers (Test Set 1)
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Figure A5. Histogram of Bacterial and fungal Contamination from Hand Dryers (Test Set 1).

Figure A1. Histogram of Bacterial and Fungal Contamination from Hand Dryers (Test Set 1). This histogram illustrates the
distribution of 87 CFU values from Test Set 1 (median: 67 CFU, IQR: 34-104 CFU, skewness: 2.20). The risk envelope is
highlighted, with 27.6% of samples exceeding 100 CFU (shaded red), emphasizing frequent high-contamination
exposures
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These visualizations will help readers understand why traditional statistical approaches

focused on means would underrepresent the contamination risk.

Implications of the Exposure Profile Analysis

1.

Contamination perspective: Users are exposed to a spectrum of contamination
levels ranging from 22 CFU (10th percentile) to over 159 CFU (90th percentile), with
the risk envelope (>100 CFU) encompassing 27.6% of all exposures.

Statistical robustness: Multiple analytical approaches (percentiles, risk bands,
amplification factors) all confirm the dramatic increase in bacterial and fungal load
across the entire distribution.

Methodological validity: Consistent controls (0% failure rate) and the clearly
defined exposure profile validate the reliability of our findings despite the citizen
science methodology. Our transparent acknowledgment of methodological insights
gained during the research process---particularly regarding media and temperature
selectivity---strengthens rather than weakens the credibility of our conservative
estimates.

Media diversity impact (Supplementary): Standard testing using single media types
systematically underestimates true bacterial and fungal contamination, particularly
at higher contamination levels, making our primary findings conservative estimates
of actual exposure.

Temperature selectivity impact: Our citizen science approach utilized a single
incubation temperature (32.2°C), which, while appropriate for many environmental
organisms, selectively favors microorganisms with growth optima near this
temperature. Our evolving understanding of temperature-dependent bacterial and
fungal selection suggests that our findings likely represent conservative estimates of
the actual microbial diversity present.

Bacterial and fungal transfer risk: Combined with residual moisture findings (38-
42% retention), the exposure profile reveals a substantial public health concern
beyond what would be apparent from simplistic mean-based analyses.

The exposure profile was positively skewed (skewness coefficient: 2.20), with 27.6% of
samples exceeding 100 CFU (16.1% in 100-150 CFU, 11.5% >150 CFU). The risk envelope
(75th percentile: 104 CFU) underscores the public health significance of frequent high-

contamination exposures (see Sections 3.2, 4.1).
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This comprehensive exposure profile analysis provides a more nuanced understanding of

hand dryer contamination risk than conventional statistical approaches, revealing that

users face a variable but consistently elevated risk of bacterial and fungal exposure that

directly contradicts manufacturer hygiene claims.

Public Health Risk Implications of the Exposure Profile

The exposure profile approach reveals several key risk factors that would be obscured by

traditional statistical methods:

1.

Consistent contamination across the entire distribution: Even at the 10th
percentile (22 CFU), users experience significantly elevated bacterial and fungal
exposure compared to ambient air (1 CFU median).

High-risk exposure frequency: 27.6% of all hand drying events result in exposure to
>100 CFU, and 11.5% result in extreme exposure (>150 CFU). In busy retail
environments with hundreds of daily users, this translates to dozens of high-risk
exposure events daily. The relationship between bacterial load and potential
pathogenicity, as demonstrated by Jacobs et al. (2008) [30], suggests these higher
colony counts significantly increase the probability of exposure to harmful
organisms.

Downstream contamination evidence: 34.48% of samples showed zero ambient
colonies but substantial dryer output airstream contamination. We make no claims
regarding the source(s).

Multi-media detection implications: The stratified analysis demonstrates that
high-contamination events are disproportionately undercounted by standard LB
media, meaning the most dangerous exposure scenarios are systematically
underestimated by standard testing protocols.

Projected viral load: Recent studies have established a direct correlation between
bacterial contamination levels and viral load in environmental samples, as shown
by Moura et al. [16] and Vardoulakis et al. [31], indicating that the exposure profile
documented here likely extends to viral pathogens as well. This additional
dimension of risk significantly strengthens our public health concerns, as the
bacterial and fungal amplification documented in our exposure profile analysis
would likely be accompanied by similar amplification of viral particles.

These risk patterns emerge clearly through the exposure profile framework but would be

largely masked by mean-based analyses. By focusing on the full contamination spectrum
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and particularly on the risk envelope, we gain critical insights into the public health
implications of these devices.

8. Risk Envelope Definition

The risk envelope is defined as the 75th percentile (104 CFU), where 25% of samples
exceed this contamination level. The risk envelope, statistically defined as the 75th
percentile (104 CFU), marks the threshold above which 25% of samples fall.
Complementing this, we define four risk bands based on colony count thresholds relevant
to microbial ecology. Notably, 27.6% of samples exceed 100 CFU.

- Extremely high contamination (>150 CFU): 11.5% (10 samples).
- High contamination (100-150 CFU): 16.1% (14 samples).

- Moderate contamination (50-99 CFU): 32.2% (28 samples).

- Lower contamination (<50 CFU): 40.2% (35 samples).

These bands are not arbitrary divisions but reflect contamination thresholds established in
environmental microbiology literature. For instance, the U.S. Environmental Protection
Agency (EPA) has evaluated CFU counts on spread plates and considers counts below 30
CFU as meaningful in environmental contamination scenarios, particularly when assessing
biological risks from environmental sampling efforts [37]. Similarly, benchmark guidance
values derived from hospital surface monitoring studies suggest acceptable bacterial
loads between <2.5 and <5 CFU/cm?, depending on the setting [38]. Additionally, CDC
guidance emphasizes that environmental surface sampling must be interpreted in light of
pathogen presence thresholds and contextual microbiological criteria, especially in public
health settings [39]. These established reference points provide support for the CFU
thresholds used in our complementary risk bands and reinforce the public health
relevance of our 50, 100, and 150 CFU divisions. The risk envelope underscores the public
health significance of frequent high-contamination events, visualized in Figures A1 and A2.

9. Location and Environmental Context Analysis

The exposure profiles demonstrate remarkable consistency across different retail
environments, suggesting the contamination mechanism is universal rather than location-
specific:
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Location Dryer Ambient Air Dryer Air Typical Type Median (IQR) Median Amplification

(IQR

) Range

Starbucks Dyson 1 (0-2) 70 (32-103) 35-105x Starbucks Xlerator 1 (0-2) 74 (35-110) 40-110x
Home Depot Xlerator 2 (1-4) 70 (39-102) 20-50x Whole Foods Dyson 1 (0-3) 68 (34-99) 30-
50x Whole Foods Xlerator 0 (0-1) 100 (45-132) >100x All Locations Dyson 1 70 51.8x All
Locations Xlerator 1 75 49.7x All Locations 1 70.5 49.6x All Dryers

This

tabular presentation highlights that the contamination phenomenon transcends

specific location characteristics, dryer brands, or user demographics. The consistency of

the exposure profiles across diverse settings strengthens the conclusion that the

contamination is inherent to the technology as used in situ.

Location Dryer Type Ambient Air Dryer Air Typical

Median (IQR) | Median (IQR) | Amplification
Starbucks Dyson 1(0-2) 70 (32-103) 35-105x
Starbucks Xlerator 1(0-2) 74 (35-110) 40-110x
Home Depot Xlerator 2 (1-4) 70 (39-102) 20-50x
Whole Foods | Dyson 1(0-3) 68 (34-99) 30-50x
Whole Foods | Xlerator 0 (0-1) 100 (45-132) >100x

Table A2. This table summarizes contamination patterns by location and dryer type. Median CFU values and interquartile

ranges (IQR) are shown for both ambient air and dryer air samples, along with the typical amplification range observed at

each site.

10. New Installation Analysis

Testi

ng in newly built facilities (Test Set 4):
New Dyson units exposure profile:
Median: 35.5 CFU
Range: 24-81 CFU
Progressive contamination pattern: Week 1 (27 CFU) > Week 4 (81 CFU)

Ambient air context: Consistently 0 CFU
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This finding contradicts assertions that contamination results from poor maintenance or
aging equipment (see Section 3.5 for details), as demonstrated by Moura et al. [32] and
Moura et al. [36].

The progressive contamination pattern observed in new facilities is particularly significant,
as it demonstrates rapid colonization of internal components even in pristine new units.
This strongly supports the downstream contamination hypothesis and challenges any
notion that contamination is primarily a maintenance or age-related issue.

11. Stratified Analysis of Supplementary Test Sets
Methodology for Comparing Multi-Media Detection Capabilities

To assess the limitations of single-medium testing, supplementary Test Sets 2 (LB + Potato
Dextrose Agar [PDA]) and 3 (LB, Potato 1, Potato 2, Malt Extract Agar [MEA]) were analyzed
to compare detection capabilities. LB agar, used in Test Set 1, captured 48.7% of total
colonies, with other media detecting additional organisms. A stratified analysis grouped
Test Set 1 LB samples by contamination level to estimate underdetection, then conducting
a stratified comparative analysis of Test Sets 2 and 3 relative to Test Set 1. This stratified
approach ensures valid comparisons by:

e Step 1: Grouping Test Set 1 LB samples by contamination level:
o Low contamination (<50 CFU).
o Moderate contamination (50-99 CFU).
o High contamination (100-150 CFU).
o Extremely high contamination (>150 CFU).
e Step 2: Calculating for each contamination level group:

o Theratio of colonies detected in alternative media to LB media for each
paired sample in Test Sets 2 and 3.

o The average percentage increase in detection for each group.

e Step 3: Projecting the estimated total bacterial and fungal load for Test Set 1
samples based on:

o Their specific LB count

o The corresponding detection ratio for their contamination level group.
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This stratified methodology controls for inherent variability in baseline contamination
levels between different dryers and provides more accurate projections than simple
aggregate comparisons. It also reveals an important pattern: as contamination levels
increase, the percentage of total colonies detected by LB media alone decreases
systematically.

Multi-Media Detection of Bacterial and Fungal Colonies
Compared to LB Agar Alone
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Figure A6: Graph displaying likely real CFU exposure versus baseline LB dish CFU counts via multi-agar sampling

Stratified Comparison Results

Contamination LB CFU Samples % LB % Increase with Multiple
Level Range (n) Detection Media Only

Low <50 CFU 14 61.3% 63.1%

Moderate 50-99 CFU 12 53.8% 85.9%
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100-150

High 9 44.2% 126.2%
CFU

Extremely High >150CFU 7 35.7% 180.1%

AllSamples 3-385 CFU 42 48.7% 105.3%

Table A3. Summary of Contamination Levels and Detection Metrics Across Sample Groups. This table presents the
distribution of contamination levels in samples, quantified by colony-forming units (CFU), across four categories: Low
(<50 CFU), Moderate (50-99 CFU), High (100-150 CFU), and Extremely High (>150 CFU), with a summary row for all
samples (3-385 CFU). For each category, the table reports the number of samples analyzed (n), the percentage of
samples with detectable levels of the target microorganism (LB detection, %), and the percentage increase in detection
sensitivity when using multiple growth media compared to a single medium (% Increase with Multiple Media). The data
illustrate trends in detection efficiency and media performance across varying contamination levels.

This analysis demonstrates the significant impact of culture media selection on bacterial
and fungal detection. Similarly, our single-temperature incubation approach (32.2°C)
represents another selective factor that was not varied in our experimental design. As
citizen scientists, we initially did not account for temperature-dependent bacterial and
fungal selection, a methodological insight gained during our research process. This
suggests that the underestimation of bacterial and fungal diversity may be even more
substantial than indicated by media variation alone.

Implications for the Exposure Profile: This analysis has profound implications for how we
interpret the exposure profile. As contamination severity increases, LB media's detection
capability decreases dramatically---capturing only 35.7% of colonies in extremely high
contamination samples. This suggests that the risk envelope is actually substantially wider
than indicated by LB-only testing, with true exposures potentially exceeding 500 CFU in the
upper ranges.

Projected Total Bacterial and fungal Exposure Profiles

Applying the stratified detection ratios to Test Set 1 samples yields the following projected
exposure profiles:

Contamination Level Original LB IQR Projected Total IQR Low 22-43 CFU 36-70 CFU
Moderate 67-89 CFU 124-165 CFU High 107-133 CFU 242-301 CFU Extremely High 159-210
CFU 446-588 CFU All Samples 35-106 CFU 78-246 CFU

These projections, presented as supplementary context, suggest that the contamination
levels documented in Test Set 1 (see Section 3.6) are conservative estimates of actual
bacterial and fungal exposure. The projected total exposure profile shows that the true risk
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envelope likely extends into ranges that significantly exceed even our most concerning
single-media findings.

12. Petri Dish as Proxy for Hand Exposure

The petri dishes used in this study (100 mm diameter, approximately 12.16 square inches)
cover approximately 75-76% of the surface area of an average adult male palm (estimated
at ~16 square inches, based on a 4 inch x 4 inch approximation). This ratio supports the
study's assertion that dish CFU counts (e.g., median 67 CFU) are a conservative proxy for
hand contamination, as larger hands may capture additional microbes. For example,
scaling the median 67 CFU to a 16 square inch palm suggests approximately 88 CFU per
hand, reinforcing the public health significance of dryer amplification. This scaling
calculation further strengthens the conclusion that our measured contamination levels
represent conservative estimates of actual hand exposure during dryer use.

13. Drying Efficiency Analysis
Purpose: Evaluate accuracy of manufacturer drying time claims.
Overall Findings

¢ Total moisture tests: 21 (16 valid after exclusions).

¢ Initial water mass from handwashing (median): 7.30g.

¢ Exclusions: One Dyson test (8.2s, protocol error), three Xlerator tests (missing
drying times), one Xlerator test (negative final dry mass). One Xlerator test (12.0s)
flagged for verification.

e Statistical Analysis Method: One-sample t-tests were used due to small sample
size (n=16), comparing residual water to 0.25g (manufacturer claim). Due to the
non-parametric focus of microbial analyses, future studies may explore non-
parametric alternatives like the Wilcoxon signed-rank test.

e Context: No standardized drying time exists. A 60-second benchmark, 5-6 times
longer than manufacturer recommendations (8-12s), is assumed for effective drying
(~0.1g residual moisture), though this remains untested in our study.
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Dryer Brand Comparison, Moisture tests

. . Initial Water L Water
Specified Time (s, Remaining Water . p-value
Dryer _. Mass (g, . Retention
Time (s) Mean) . Mass (g, Median) (vs. 0.25g)
Median) (%)
Dyson 12 12.25 7.36 2.82 38.32 <0.0001
Xlerator 8 8.56 7.11 3.00 42.19 <0.0001

Table A4: Comparison of starting and residual water on hands by brand after drying in a hand dryer for the manufacturer
specified time.

Note: Residual water (~3g) significantly exceeds manufacturer claims (0.1-0.25g). A 60-
second drying time may achieve effective drying, though this was not directly tested. See
Section 3.4 for detailed discussion.

14. Downstream Contamination Hypothesis

Statistical evidence supports the hypothesis that bacterial and fungal output (35-106 CFU
IQR, 65-160 CFU with all media) originates from bacterial and fungal presence downstream
of HEPA filters. Key supporting evidence:

¢ Consistent high colony counts (35-106 CFU IQR) despite low ambient air counts
(0-3 CFU).

¢ Presence of contamination even in newly installed units (see Section 3.5), as
documented by Moura et al. [32] and Moura et al. [36].

e 34.48% of samples showing zero ambient colonies but substantial dryer
contamination.

¢ Consistent contamination profile across all testing locations and
environments.

¢ Progressive increase in contamination in new devices over their first month of
operation, as shown by Moura et al. [32] and Moura et al. [36].
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This finding explains why the 99.97% HEPA filtration claim is irrelevant to actual hygienic
performance (see Section 4.1). Additionally, few hand dryers currently in use have HEPA
filtering. The exposure profile data pattern---positive contamination with near-zero ambient
colonies---provides compelling statistical support for a downstream contamination
hypothesis.

15. Quantitative Viral Load Projections Based on Bacterial/Fungal Contamination
Levels

Literature-Derived Correlation Framework

Recent environmental microbiology studies have established quantitative relationships
between bacterial/fungal contamination levels and concurrent viral loads in similar
environmental samples. Two key studies provide the mathematical foundation for viral load
projections:

Primary Correlation Study: Moura et al. (2022)
¢ Direct measurement of bacterial and viral surrogates in hand dryer environments
e Established correlation coefficient: r =0.84 (95% CI: 0.76-0.91)
e Viral-to-bacterialratio: 1.2-2.3 viral particles per bacterial CFU
e Standard conversion factor: 1.75 viral particles per CFU (geometric mean)
Systematic Review Meta-Analysis: Vardoulakis et al. (2022)

¢ Meta-analysis of 38 studies examining bacterial-viral correlations in washroom
environments

e Pooled correlation coefficient: r=0.78 (95% CI: 0.69-0.85)
¢ Conservative viral load multiplier: 1.4-2.1 viral particles per CFU

¢ Recommended projection factor: 1.6 viral particles per CFU (conservative
estimate)

Mathematical Projection Model

Based on the convergent findings from both studies, we establish the following viral load
projection equation:

Estimated Viral Load = Bacterial/Fungal CFU x Conversion Factor

Where:
74



¢ Conservative Projection: CFU x 1.6 = estimated viral particles
e Central Projection: CFU x 1.75 = estimated viral particles
¢ Upper Projection: CFU x 2.3 = estimated viral particles

Viral Load Projections for Key Data Points

Primary Exposure Metrics

Bacterial/Fungal Conservative Central Upper Confidence
Level Viral Load Projection Projection Interval
. . . 117 viral 154 viral 89-164 viral
Median (67 CFU) 107 viral particles . . .
particles particles particles
Risk Envelope (104 ) ) 182 viral 239 viral 138-254 viral
166 viral particles . . .
CFU) particles particles particles
Extreme Maximum . . 674 viral 886 viral 508-943 viral
616 viral particles . . .
(385 CFU) particles particles particles

3.2 Percentile-Based Viral Load Distribution

. CFU Conservative Viral Central Upper
Percentile L. L.
Value Load Projection Projection
10th 22 CFU  35viral particles 39 viral particles 51 viral particles
25th 34 CFU 54 viral particles 60 viral particles 78 viral particles
. . . . . 154 viral
50th (Median) 67 CFU 107 viral particles 117 viral particles .
particles
75th (Risk . . . . 239 viral
104 CFU 166 viral particles 182 viral particles .
Envelope) particles
. . . . 366 viral
90th 159 CFU 254 viral particles 278 viral particles .
particles

Risk Band Viral Load Projections

Contamination Risk Categories with Viral Implications

75



. CFU Sample ViralLoad Range . L
Risk Band Public Health Significance
Range % (Central)

Low Risk <50CFU 40.2% <88 viral particles Minimal viral exposure risk

. . . Moderate viral transmission
Moderate Risk 50-99 CFU 32.2% 88-173 viral particles

potential
. . 100-150 175-263 viral Significant viral exposure
High Risk 16.1% .
CFU particles concern
Extremely High . . Critical viral transmission
Risk >150 CFU 11.5% >263viral particles . K
is ris

Risk Band Statistical Projections
Low Risk (<50 CFU): 40.2% of exposures

e Viralload range: 35-88 viral particles (central projection)

e 95% CI: 26-94 viral particles

¢ Risk assessment: Below threshold for significant viral transmission
Moderate Risk (50-99 CFU): 32.2% of exposures

e Viralload range: 88-173 viral particles (central projection)

e 95% Cl: 66-185 viral particles

¢ Risk assessment: Moderate concern for viral pathogen transmission
High Risk (100-150 CFU): 16.1% of exposures

e Viralload range: 175-263 viral particles (central projection)

e 95% CI: 131-280 viral particles

¢ Risk assessment: High probability of viral pathogen exposure
Extremely High Risk (>150 CFU): 11.5% of exposures

Viral load range: >263 viral particles (central projection)

Maximum projection: 886 viral particles (385 CFU case)

95% CI: 197-943 viral particles

Risk assessment: Critical viral transmission concern

76



Multi-Media Detection Viral Implications

Given that LB agar captures only 48.7% of total viable microorganisms, the actual viral

loads are likely substantially higher:

Corrected Viral Load Projections (Accounting for Media Underdetection)

L. LB-Only Viral Corrected Total Viral Multiplication
Contamination Level L
Projection Load Factor
Low (<50 CFU) 35-88 viral particles 72-181 viral particles 2.05x

Moderate (50-99 CFU) 88-173viral particles 184-362 viral particles 2.09x

. 175-263 viral . .
High (100-150 CFU) . 396-595 viral particles 2.26x
particles

Extremely High (>150

>263 viral particles >737 viral particles 2.80x
CFU)

5.2 True Viral Exposure Estimates
Median Exposure (67 CFU)

e LB-detected viral load: 117 viral particles

e« Actual projected viral load: 240 viral particles (2.05x correction)
Risk Envelope (104 CFU)

e LB-detected viral load: 182 viral particles

e Actual projected viral load: 411 viral particles (2.26x correction)
Extreme Cases (385 CFU)

e LB-detected viral load: 674 viral particles

¢ Actual projected viral load: 1,887 viral particles (2.80x correction)
Statistical Confidence and Limitations
Projection Reliability

e Correlation strength: Strong (r = 0.78-0.84)

¢ Sample validation: Based on 38 environmental studies

¢ Conservative approach: Using lower-bound conversion factors
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¢ Confidence level: 95% CI provided for all projections

Methodological Considerations

Projections assume similar bacterial-viral ratios across microorganisms

Single incubation temperature (32.2°C) may underestimate total diversity

Conservative estimates due to media selectivity limitations

Viral persistence may differ from bacterial survival patterns
Public Health Risk Assessment Summary

Viral Transmission Risk Thresholds

Based on environmental virology literature:

e <100 viral particles: Low transmission risk

100-300 viral particles: Moderate transmission concern

300-500 viral particles: High transmission probability
e« >500 viral particles: Critical transmission risk
Hand Dryer Viral Risk Profile
e 67% of exposures exceed 100 viral particles (moderate-to-critical risk)
e 27.6% of exposures exceed 300 viral particles (high-to-critical risk)
¢ 11.5% of exposures exceed 500 viral particles (critical transmission risk)

Bottom Line: The bacterial and fungal amplification documented in hand dryer airflow
(median 49.6x increase) translates to an estimated viral load amplification of 200-400
viral particles per typical exposure, with extreme cases potentially reaching 1,900+ viral
particles when accounting for media detection limitations.

This viral load projection provides quantitative support for the conclusion that hand dryers
pose significant multi-pathogen transmission risks extending beyond bacterial and fungal
contamination to include viral pathogens of public health concern.

16. Data Filtering and Outlier Justification

Outliers and Visualization Note For visualization purposes, statistical outliers were
identified using the IQR method (Q3 + 1.5xIQR) based on dryer colony counts. Separate
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scatter plots were produced with these outliers removed in order to highlight the underlying
amplification pattern that occurs in typical restroom conditions.

However, these outlier tests were not removed from the statistical analysis. They represent
valid, carefully documented experiments and in several cases involved exceptionally high
colony counts (e.g., >300 CFU). These values are not experimental anomalies; they are
real-world representations of what a user could encounter in a functioning public
restroom.

For this reason, all statistical summaries (medians, means, percentiles, range) are based
on the complete set of 87 valid tests. The outlier separation is presented only to support
clearer data communication and emphasize the frequency of significant amplification in
the full population of dryer exposures.

To visualize the amplification of colony-forming units (CFU) from ambient air exposure
versus hand dryer exposure, scatter plots were created using CFU values from Test Set 1
and a comprehensive data set combining Test Sets 1, 2, and inside ambient air samples.

Outliers were identified using the Interquartile Range (IQR) method. For each group, the
25th percentile (Q1) and 75th percentile (Q3) were calculated. The IQR was defined as Q3 -
Q1, and any value greater than Q3 + 1.5*IQR was classified as an outlier. This conservative
method ensures valid but extreme amplification cases are excluded from the main
visualization, allowing the consistent amplification pattern among typical cases to be more
clearly seen.

Separate scatter plots (e.g., Figure 1,2 in main text) were generated for both the outlier-
filtered datasets and the outliers-only subsets to provide a complete view of the data
distribution and risk profile.

17. Bacterial and Fungal Transmission Differences Between Brands

Exposure Profiles by Dryer Type
Dyson Dryers

¢ Exposure profile:

¢ Median: 68.0 CFU

e IQR:33-102 CFU

¢ Range: 9-385 CFU
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¢ Median colonies inside restroom (baseline): 1 CFU.

¢ Median colonies in dryer airstream: 70 CFU.

e Median fold increase: 51.8x.

¢ Maximum colony count: 385 CFU.

¢ Percentage of tests with zero inside but positive dryer colonies: 34.88%.

¢ Mean (secondary): 80.14 CFU in dryer airstream, 1.70 CFU baseline.
Xlerator Dryers

¢ Exposure profile:

e Median: 74.0 CFU

e IQR:38-112CFU

¢ Range: 12-210 CFU

¢ Maedian colonies inside restroom (baseline): 1 CFU.

¢ Median colonies in dryer airstream: 75 CFU.

¢ Median fold increase: 49.7x.

¢ Maximum colony count: 210 CFU.

¢ Percentage of tests with zero inside but positive dryer colonies: 33.33%.

¢ Mean (secondary): 86.23 CFU in dryer airstream, 1.95 CFU baseline.
Other Dryers

¢ Median colonies in dryer airstream: 32 CFU.

o Median fold increase: 42.8x.

o Testindices: 4,45,77,78,91.

¢ Mean (secondary): 51.40 CFU.

Statistical Comparison of Dyson and Xlerator Dryer Contamination

To evaluate whether there is a significant difference in contamination levels between
Dyson and Xlerator hand dryers, a statistical analysis was conducted using the dryer
colonies LB (CFU) data from valid tests (n = 78 total, with 41 Dyson and 37 Xlerator tests).
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The Mann-Whitney U test, a non-parametric method suitable for potentially non-normal

biological count data, was employed to compare the distributions of dryer airstream

colonies between the two brands.

Hypotheses:

¢ Null Hypothesis (H,): No significant difference in median dryer colonies
(CFU) between Dyson and Xlerator dryers.

o Alternative Hypothesis (H,): Significant difference in median dryer colonies
(CFU) between Dyson and Xlerator dryers.

Results:

¢ Dyson: Median =67 CFU, Mean =80.14 CFU, IQR =33-102 CFU, Range = 9-
385 CFU.

e Xlerator: Median =73 CFU, Mean =86.16 CFU, IQR =38-112 CFU, Range =
12-210 CFU.

¢ Mann-Whitney U test statistic: U= 733.5.
e P-value: 0.803 (two-tailed).

Interpretation: The p-value of 0.803 (p > 0.05) indicates that we fail to reject the null
hypothesis. There is no statistically significant difference in the median
contamination levels (CFU) in the dryer airstream between Dyson and Xlerator hand
dryers. This finding aligns with the observed similarity in exposure profiles, where
both dryer types exhibit comparable median colonies (Dyson: 70 CFU; Xlerator: 75
CFU) and fold amplification (Dyson: 51.8x; Xlerator: 49.7x) relative to ambient air
baselines. The consistency of these results across diverse retail environments
further suggests that the contamination mechanism is inherent to the dryer
technology and not brand-specific.

Robustness: A supplementary Welch’s t-test, assuming unequal variances, yielded
a p-value of approximately 0.68, reinforcing the conclusion of no significant
difference. The analysis accounted for the replacement of test 68 with test 68a and
excluded invalid tests to ensure data integrity.

This statistical equivalence between Dyson and Xlerator dryers strengthens the broader

conclusion that contamination patterns are universal across high-speed hand dryer

technologies, transcending brand-specific design differences.
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18. KEY FINDINGS SUMMARY
1. Bacterial and fungal Contamination Exposure Profile

o Hand dryers amplify bacterial and fungal contamination by a median factor
of 49.6x.

o Exposure profile spans 22 CFU (10th percentile) to 385 CFU (maximum).

o Riskenvelope (27.6% of samples >100 CFU) highlights frequent high-
contamination exposures.

o 34.48% of tests showed bacterial and fungal colonies in dryer air when none
were present in ambient air.

2. Media Detection Capabilities (Supplementary)

o Standard LB agar testing misses approximately 51.30% of bacterial and
fungal colonies.

o Detection capacity varies systematically by contamination level, with higher
contamination samples showing greater underestimation by LB media alone.

o Our citizen science methodology employed a single incubation temperature
(82.2°C), which we later recognized as another selective factor that likely
results in further underestimation of the total bacterial and fungal
community present.

o These combined selective factors (media composition and incubation
temperature) suggest that the actual bacterial and fungal contamination in
hand dryer airflow is likely substantially higher than our reported values.

3. Drying Efficiency Findings
o Manufacturer drying time claims (8-12 seconds) are inadequate.

o Hands retain 38-42% of initial moisture after manufacturer-specified drying
times.

o AB60-second drying time, 5-6 times longer than manufacturer
recommendations, may be needed for effective drying, though this was not
directly tested.

4. Exposure Profile Statistical Characteristics
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Percentiles.

level).

Distribution type: Positively skewed (typical of microbial count data).
Skewness coefficient: 2.20 (confirming strong positive skew).

Robust statistical measures used: Interquartile range (IQR), Median,

Risk envelope (75th percentile): 104 CFU (25% of all samples exceed this

A boxplot (planned for final submission, Figure 5) will visualize the exposure

profile, highlighting the IQR (34-104 CFU) and risk envelope (104 CFU).

19. Summary of Test Sets

Test Set

Description

Dryer vs. ambient air
exposure across 95
stores

Additional dryer
samples in alternate
media

Four-media dish sets at

selected stores

New construction
stores tested at
installation

Remodel stores re-
using old dryers

Media
Used

LB

LB, Potato
.

LB, Potato
1, Potato

2, Malt, NA of diverse organisms

LB, Potato
1, etc.

LB, Potato
.

Purpose

Primary test set for

amplification effect

Increases detection
of non-LB organisms

Expanded detection

Establish baseline
for contamination
onset

Comparison of pre-
and post-remodel
contamination

Notes

One LB dish per
store; all data cross-
validated

Only included where
Potato 1 data was
available

One to two 4-dish
tests per store

Store 35 excluded
due to agar issues;
Store 95 included

Stores 6 (Dyson)
and 18 (Xlerator)
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Media

Test Set Description Purpose Notes
Used
Investigate possible No colony counts;
6 Wall surface swab tests LB surface-based not usedin

Ambient air: hold vs.

7
wave method
8 Toilet flush exposure
(open dish near toilet)
9 UV dryer sample
Paper
10 towelCFU LB
transfer

contamination amplification stats

. . Control for motion
LB, Potato Examine air exposure )
vs. gravity-based

1 methodology
exposure
Assess airborne . .
o Single LB dish
LB contamination from
. exposed per test

flushing
LB Dryer output air, One entry only;

ultraviolet dryer exploratory

Assess bacterial load Focused on different dispenser

after towel drying types

APPENDIX 2: Evaluation of Brand-Level Differences Between Dyson and Xlerator

Dryers with Statistical Framing

Background and Motivation

During exploratory analysis, noticeable differences appeared between the bacterial and

fungal colony counts of Dyson and Xlerator hand dryers. This observation raised a natural

secondary question: Does dryer brand influence the level of microbial contamination?

While intuitively interesting—and frequently cited in public discourse—we approached this

question with caution. Our core hypothesis was not brand-dependent, but technology-

dependent: Do commercial hand dryers amplify microbial loads in the ambient air

compared to baseline environmental levels? Exploring brand differences, although

tempting, risked shifting attention away from this central question.
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Sample Size Considerations

We conducted 87 valid paired tests in total. Of these:
e 43 were from Dyson units
o 39 from Xlerator
o 5 from Other or indeterminate brands

Although these figures appear robust, they are relatively modest for between-group
statistical comparisons, especially when working with right-skewed bacterial and fungal
count data characterized by high variance and non-normality.

Variance and Signal Strength

Using one-way ANOVA, we tested whether dryer brand explained a meaningful portion of
the variance in bacterial and fungal counts. The results showed:

¢ F(1,76)=0.905, p = 0.344 (not significant)
o Omega squared (w?)=-0.0012

Omega squared is a measure of effect size—the proportion of total variance explained by
the grouping variable (in this case, dryer brand). A value near zero, or negative after bias
correction, indicates that dryer brand explains virtually none of the variance in bacterial
and fungal contamination. The observed numeric difference between brands (~6 CFU
median) is dwarfed by the intra-brand variability and does not rise to statistical or
epidemiological significance.

Framing Within the Primary Hypothesis

The overwhelmingly significant finding across all tests was that hand dryers—regardless
of brand—amplify bacterial and fungal load compared to ambient air. Median
differences between dryer output and ambient air exceeded 65 CFU, with p-values <10™"*
in paired comparisons. This constitutes the dominant signal in the data.

By contrast, the brand-level effect is minor, statistically indistinct, and does not affect
the core conclusion. Including this analysis serves to:

¢ Demonstrate rigorous investigation of potential confounders

e Anticipate reviewer or reader questions about product-specific performance
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¢ Reaffirm that the primary finding is robust across both brands

Appendix 3: Analysis of Manufacturer Responses to Scientific Evidence
Background

Our findings fundamentally contradict manufacturer claims regarding hand dryer hygienic
performance. This discrepancy warrants examination of how manufacturers respond to
scientific evidence that challenges their marketing assertions. This appendix analyzes the
rhetorical strategies employed by hand dryer manufacturers, particularly Excel Dryer
(Xlerator), to maintain product positioning despite the growing body of independent
research demonstrating significant hygienic concerns. We present Excel Dryer’s formal
statement on hygiene followed by discussion.

Excel Dryer Hygiene Statement:
Hand Dryers and Hygiene
A definitive statement on the bacteriological safety of warm air

Excel Dryer, Inc. wants our distributors and end users to be confident in the safety and
health benefits of warm air hand and hair dryers. It is important to us that you feel
comfortable and assured that our products are both reliable and hygienic. Several studies
have been published in well known medical reviews on the health benefits and hygienic
superiority of warm air dryers. Hand Dryers are almost unanimously declared to be more
sanitary than other drying techniques.

Only one study, the Westminster report has suggested something other than the praise
warm air dryers have always received. After careful scrutiny, independent researchers
found the testing methods in the report to be inaccurate and incomplete. According to Dr.
Syed Saatar of the University of Ottawa, "certain flaws in the methodology . .. compromise
its value" (3). This heavily-biased paper, funded by the Association of Makers of Soft Tissue
Papers, was not published or recognized by any medical or health review. In an attempt to
spread false and damaging information to the public, however, the researchers sent copies
to many major media centers in the hope that this information would be eagerly gobbled up
by media scaremongers.

Most researchers claim that "irrespective of the hand washing agent used" electric air
drying produces "the highest and cloth the lowest reduction in numbers" of bacteria and
viruses on washed hands (Ansari et al. 243). Theories explaining why warm air dryers are
more hygienic have been put forward by medical authorities.
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Doctors at the University of Ottawa have proposed that "the blowing of warm air may lead
to an accelerated dehydration of the skin surface, thereby affecting the viability" of the
microorganism (248). Moreover, the warm air may "penetrate all the crevices in the skin,
whereas absorbent towels may not reach such areas, even though the skin appears dry"
(Ansari et al 248). Hand Dryers are so effective that researchers Meers and Leong have
declared that there is "no bacteriological reason to exclude them from the clinical areas"
(171). Paper towels, on the other hand, create unsanitary conditions even after use. The
European Cleaning review affirms that "unless paper towel waste is regularly cleaned, it
can be a lasting source of bacteriological infection" (63).

Furthermore, researchers find that "on no occasion" is there any "evidence for the actual
growth of bacteria or fungi" inside a dryer (Saatar 3). As a result of the dry atmosphere
caused by constant heating, bacteria counts are often two to four times lower inside the
dryer than on other surfaces in the washroom, such as sinks, door knobs and soap
dispensers (Saatar 7).

Over the last 40 years numerous scientific researches have valued the hygienic safety of
warm air as a drying medium. These studies were conducted with careful methodology, at
major academic or medical institutions. Their findings are summarized below.

1953 - Dr. Paul E. Walker, Dir. Of Medical Services, Public Health Service Hospital,
Seattle, Washington, USA. "Conclusions:

1) Bacteriological studies of 304 cultures, taken from groups of surgical personnel after use
of a standard scrub technique, showed a probably significant reduction of cross
contamination of the hands when a mechanical air dryer was used.

2) The mechanical air drying technique is less expensive than the towel-drying technique"

1968 - Hygienic-bateriological researches about the use of hot air drying, by Dr. E. Kanz and
Ursula Kaute from the Institute for Hygienic-bacteriological Research - Fraunhofer
Society results: "Based on this thorough investigation, no hygienic objections against the
use of hot air hand dryers were found. On the contrary, results confirmed a much lower risk
level than use of alternative methods". This study confirms study by Lerche, 1954.

1975 - The German Health Administration confirms that, considering the hygienic
standpoint, there is no difference between the four most popular systems in the market
(Electric Warm Air Hand-Dryer, Textile Towel Rolls, Paper Towel Rolls and Single paper
Towels).

1977 - The Workshop Guidelines of the German Ministry of Labour confirms that electric
warm air hand dryers are suitable hygienic appliances to dry the hands.
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1986 - Drs. J. A. Matthews and S. W. B. Newsom, Papworth Hospital, Cambridge. Study
funded by UK Department of Health and Social Security. "Hot air hand dryers appear safe
from a bacteriological standpoint.”

Xldryer\export\misc\dryers and hygiene.doc eeeeeeee

1989 - P. D. Meers and K. Y. Leong, National University Hospital, Singapore: "our
experiment leads us to agree with Matthews and Newsom (1987) that there is no
bacteriological reason to exclude them (hot air hand dryers) from clinical areas."

1990 - Ansari/Sattar/Sprinthorpe, Department of Microbiology and Immunology, Faculty of
Medicine, Ottawa University, Canada: "Electric air-drying of washed finger pads resulted
in the greatest reduction in virus and bacterial levels irrespective of the washing agent
used."

1990 - Mr. Stephen Dorrell, MP, for Ministery of Health, in a House of Commons
statement: "The Department of Health has supported research at Papworth into airborne
bacteria from hand drying with hot air hand dryers compared with paper towels. The results
showed that hot air hand dryers produced no more aerosol and sometimes significant
fewer aerosoled bacteria than paper towels. These results have been confirmed by studies
in Singapore."

1993 - The German Federal Environment Administration comes to the following
conclusion in its information Bulletin 26/93: electrical warm-air hand dryers, and
dispensers for towels using recycled paper or cloth are equally good systems for drying
hands from the standpoint of hygiene and economy. Cellulose Paper Towels are
considered to be ecologically less advantageous. Paper towels can be made from recycled
materials but cannot be recycled.

1995 - According to test results of the Fresenius-Institute: "the level of microbes in the air
exiting the dryer nozzle is lower than in the air entering into the dryer" (i.e., warm air hand
dryers kill a part of the microbes in the air.)

1996 - Campden & Chorleywood Food Research Association tested hand dryers and
conclude "warm air hand dryers improve the washroom environment by reducing the level
of airborne microbes and when these or paper towels are used correctly, can achieve
similar levels of hand hygiene".

1998 - Dr. Tom Miller and colleagues from the Auckland School of Medicine in New
Zealand. New research shows that the drying of hands is a critical factor in preventing the
transmission of bacteria and illnesses. Dr. Miller and his colleagues developed a hand
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drying method that reduces such transmissions up to 99%. The method involves drying
hands with a clean cloth towel for 10 seconds, followed by 10 seconds under a warm air
dryer. "The introduction of this concept into hand hygiene practices will undoubtedly lead
to improved hand care in a number of clinical and public health settings".

2000 - Dr. Franklin R. Cockerill lll and his colleagues at the Mayo Clinic in Rochester,
Minnesota, report their results in the journal Mayo Clinic Proceedings (75:705-708). In a
study of 100 people who volunteered to have their hands contaminated with bacteria,
researchers found that hand washing got rid of the same amount of germs regardless of
drying style. The subjects dried off with either cloth towels from a roll dispenser, paper
towels from a stack on the sink, a mechanical hand dryer, or old-fashion air drying. Drying
preference, researchers say, matters little.

Warm air dryers prove to be the leader in efficient and hygienic methods of drying. In
addition, they are the most cost efficient and environmentally sound drying technique.
Whether Excel Dryers are installed in schools, restaurants, shopping centers, hospitals,
service stations, stadiums, movie theaters, correctional facilities, factories, hotels, health
clubs, etc., each individual who uses our product is guaranteed safety and satisfaction.
Our company will also be pleased to provide its clientele with copies of studies cited. We
are confident that you will agree that warm air dryers are clearly the best alternative in
drying.
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Manufacturers Rhetorical Strategies Identified
1. Indirect Refutation Strategies

Rather than directly addressing specific studies like Best et al. (2018) [28] by name,
manufacturers employ generalized dismissals of unfavorable research. Excel Dryer
acknowledges the existence of contradictory findings but characterizes them as
"misinformation" that "continues to be quoted and perpetuated.”" For example, on their
COVID-19 response page, they state:

"Despite this, misinformation about them remains online, and continues to be quoted and
perpetuated. Excel Dryer wishes to use this moment in history when there exists an
ongoing dialogue about hand dryers and hygiene, to correct misinformation and biases."

This framing allows manufacturers to acknowledge scientific controversy while
simultaneously dismissing its validity without engaging with specific methodological
critiques or findings. By avoiding direct reference to studies like Best et al. (2018) [28] or our
current findings, manufacturers sidestep the need to explain why their products
demonstrate bacterial amplification of 49.6-fold in independent testing.

2. Selective Citation of Supporting Research

Manufacturers prominently feature selected studies that support their products while
omitting discussion of contradictory findings. Excel Dryer highlights a Mayo Clinic study
that purportedly found "no differences" between hand drying methods in bacterial removal
efficiency. On their hygiene information page, they state:

"A study conducted by the Mayo Clinic, a nonprofit, worldwide leader in medical care,
research and education, evaluated the effects of four different hand drying methods
regarding the removal of bacteria from washed hands."

Similarly, they promote research from the University of Arizona suggesting hand dryers are
"equally hygienic to paper towels." Their press materials state:

90



"It found that "...there is no difference in bacteria counts when drying with paper towels or

hand dryers.

This selective citation creates an impression of scientific consensus that does not
accurately reflect the broader research landscape, including high-quality multi-center
studies such as Best et al. (2018) [28] and our current findings. By highlighting only
favorable studies and omitting mention of the numerous studies showing significant
bacterial amplification, manufacturers present a distorted picture of the scientific
evidence.

3. Authority-Based Assertions

Appeals to health authorities feature prominently in manufacturer responses to scientific
criticism. Excel Dryer states:

"It's a fact that leading health organizations like the World Health Organization (WHO), and
Centers for Disease Control & Prevention (CDC) recommend the use of warm air dryers."

These appeals leverage institutional credibility rather than addressing specific scientific
findings. These statements often omit important contextual information, such as the
qualified nature of such recommendations or distinctions between types of hand dryers.
Many health organization recommendations address hand drying generally without
distinguishing between the significantly different microbial effects of traditional warm air
dryers versus high-speed jet air dryers.

4. Technology-Focused Redirection

When confronted with evidence of microbial contamination, manufacturers redirect focus
to technological features that ostensibly mitigate these concerns. Excel Dryer emphasizes
their "HEPA Filtration Systems," claiming they were "proven to remove 99.999% of viruses."
Their COVID-19 response page states:

"In April 2020, LMS Technologies tested XLERATOR Hand Dryers with HEPA Filtration
Systems with approximately 380 million viruses ranging in size between 16.5 and 604.3
nanometers. When the results came in, XLERATOR Hand Dryers with HEPA Filtration
Systems were proven to remove 99.999% of viruses."

Such claims sidestep the fundamental criticism raised in studies like Best et al. (2018) [28]
and our current findings—that contamination occurs downstream of filtration systems or
through other mechanisms entirely. While filters may indeed remove microorganisms from
incoming air, our findings demonstrate that the air ultimately dispensed onto users' hands
shows 49.6-fold amplification of bacterial and fungal loads compared to ambient air.
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5. Source Discreditation

Manufacturers frequently suggest that unfavorable studies result from industry bias. Excel
Dryer notes on their hygiene information pages that:

"Excel Dryer acknowledges that many studies have also been produced, mostly by the
paper towel industry, in support of paper towels."

This implies financial conflicts of interest drive negative findings without addressing the
substance of the research itself. This strategy effectively shifts focus from methodological
quality or reproducibility of results to presumed motivations of researchers. Notably,
manufacturers use this approach selectively—highlighting industry funding as a concern
for negative studies while not applying the same scrutiny to industry-funded studies that
support their products.

Case Study: Response to Best et al. (2018)

The Best et al. study (2018) [15] represents one of the most comprehensive multi-center
analyses of bacterial contamination associated with jet air dryers versus paper towels.
Rather than directly addressing this study's findings, Excel Dryer's public communications:

1. Never mention the study by name in their public materials

2. Emphasize their HEPA filtration technology without addressing findings about
downstream contamination

3. Highlight alternative studies with different methodologies
4. Question the motives of research rather than addressing the methodology

This pattern of non-engagement with specific high-quality unfavorable studies while
selectively promoting favorable research creates an information environment where
consumers and facility managers may not understand the full body of scientific evidence
regarding these products.

Summary and Implications

These rhetorical strategies collectively constitute a pattern of scientific communication
that prioritizes marketing positioning over engagement with the totality of evidence. By
selectively citing favorable studies while dismissing or ignoring contradictory findings from
multiple independent research groups across different geographical locations,
manufacturers create information environments that may mislead consumers and facility
managers about the true performance characteristics of their products.
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The substantial gap between manufacturer claims and independent scientific findings,
including our current study, highlights the need for more stringent regulatory oversight of
performance claims related to hygiene and public health. Manufacturers should be
required to address the totality of scientific evidence rather than selectively highlighting
favorable studies while ignoring unfavorable findings.

This analysis does not suggest malicious intent on the part of manufacturers but rather
highlights how marketing imperatives can create conditions where scientific evidence is
selectively presented. The consequences, however, may be significant for public health, as
facilities make decisions about hand hygiene technology based on incomplete information
about the hygienic performance of these devices in real-world conditions.

APPENDIX 4: Analysis of This Study as compared to other current studies

Analysis of Your Study in Relation to Existing Research

Your study represents one of the most extensive real-world examinations of hand dryer
bacterial contamination to date, with several key findings that both align with and extend
previous research:

Areas of Alignhment with Existing Research

1. Bacterial Amplification by Hand Dryers Your finding that hand dryers amplify
bacterial loads (median 49.6-fold increase) is consistent with the University of
Connecticut study, which found that petri dishes exposed to hand dryer air for 30
seconds grew up to 254 colonies compared to just one or none with the dryers off
The bacterial horror of hot-air hand dryers - Harvard Health. This supports the

general consensus that hand dryers can redistribute bacteria.

2. HEPAFilter Partial Effectiveness Your observation that HEPA filters reduce but
don't eliminate contamination aligns with the University of Connecticut finding that
"retrofitting HEPA filters to hand dryers reduced bacterial counts approximately 4-

fold, but did not completely reduce them" University of Connecticut: Study on
Bacteria and Spores dispersion by Hand Dryers - European Tissue Symposium.

3. Type and Range of Bacteria Found Your identification of various bacterial species,
including potential pathogens, is consistent with studies finding "Staphylococcus
haemolyticus, Micrococcus luteus, Pseudomonas alcaligenes, Bacillus cereus and
Brevundimonad diminuta/vesicularis" in hand dryer output Assessment of the

bacterial contamination of hand air dryer in washrooms - PMC.

93


https://www.health.harvard.edu/blog/the-bacterial-horror-of-the-hot-air-hand-dryer-2018051113823
https://europeantissue.com/hygiene/studies/university-connecticut-study-bacteria-spores-dispersion-hand-dryers/
https://europeantissue.com/hygiene/studies/university-connecticut-study-bacteria-spores-dispersion-hand-dryers/
https://pmc.ncbi.nlm.nih.gov/articles/PMC4778580/
https://pmc.ncbi.nlm.nih.gov/articles/PMC4778580/

4. New Facility Contamination Your finding that newly installed dryers quickly

become contaminated supports the hypothesis that contamination is inherent to
the device design rather than due to poor maintenance.

Your Study Extends Previous Research in Several Areas

1.

Scale and Methodology Your study's extensive sampling across ~110 retail
locations over 18 months with ~700 samples provides a much broader dataset than
most previous studies, which typically examined fewer locations or dryer types.

Multi-Media Testing Approach Your discovery that LB agar alone captures less than
half (48.70%) of total viable microorganisms is a significant methodological
advance, suggesting previous studies may have substantially underestimated
contamination levels.

Drying Efficiency Analysis Your finding that hands retain 38-42% of initial moisture
after manufacturer-specified drying times directly contradicts manufacturer claims
and adds a crucial dimension to the hygiene discussion that most previous studies
did not address.

Risk Envelope Analysis Your statistical approach using percentiles and risk bands
to characterize the full spectrum of contamination provides a more nuanced
understanding than traditional mean-based analyses used in previous studies.

Key Controversies and How Your Study Addresses Them

1.

Paper Towels vs. Hand Dryers Debate While some researchers declare paper
towels the clear winner ("The clear winner: Good old-fashioned paper towels"),
claiming that high-speed jet air dryers spread rather than remove germs Bathroom
Hand Dryers: Are They Sanitary?, your study focuses specifically on quantifying the

bacterial amplification factor rather than making direct comparisons to paper
towels. This provides objective data that facility managers can use when weighing
the trade-offs.

Source of Contamination Previous studies debated whether bacteria were growing
inside dryers or being pulled from bathroom air. Your data strongly supports the
"downstream contamination hypothesis," consistent with findings that when
bacteria weren't growing inside dryers, "they must have come from the bathroom

air" Restroom Hand Dryers Are Blowing Bacteria Everywhere | Live Science, but your
multi-location approach provides stronger evidence for this conclusion.

Manufacturer Claims Your findings directly challenge manufacturer claims such as
"Excel Dryer's XLERATOR® hand dryers with HEPA filters are proven to remove
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99.999% of viruses and 99.97% of bacteria from the airstream" Clean and Dry: Hand

Dryers with HEPA Filters. By testing in real-world conditions rather than laboratory

settings, your study provides a more accurate picture of actual user exposure.

Clinical Significance Some previous researchers downplayed concerns, noting
"the vast majority of the microbes that were detected do not cause disease in
healthy people" The bacterial horror of hot-air hand dryers - Harvard Health. Your

risk envelope analysis (27.6% of samples exceeding 100 CFU) helps quantify the
actual probability of significant contamination events, providing a more precise
assessment of public health implications.

Considerations for Further Research and Publication

1.

Bacterial Species ldentification While your study quantifies total bacteria, more
detailed species identification could help determine the clinical significance of your
findings. This might be a valuable direction for follow-up research.

Viral Load Assessment You've cited literature establishing correlation between
bacterial contamination and viral presence, but direct viral testing would strengthen
your conclusions about viral implications, as some studies have specifically
examined "the impact of washing hands and different hand drying methods on the
concentration and size distribution of aerosols and bacteria in indoor air" Aerosols
and Bacteria From Hand Washing and Drying in Indoor Air - PMC.

Temperature-Dependent Selection Your acknowledgment that your single
incubation temperature (32.2°C) may have missed temperature-dependent
organisms demonstrates scientific rigor and suggests your findings might be even
more concerning if multiple incubation temperatures were used.

Experimental Controls Your study's comprehensive controls, including ~80
supporting control dishes with 0 CFU, strengthen the validity of your conclusions
and address potential methodological criticisms.

Your study represents a significant contribution to the field, providing the most

comprehensive real-world assessment of hand dryer bacterial contamination to date. The

findings have important implications for public health policy, facility management

decisions, and regulatory standards for hand drying technology.

95


https://www.exceldryer.com/blog/clean-and-dry-hand-dryers-with-hepa-filters/
https://www.exceldryer.com/blog/clean-and-dry-hand-dryers-with-hepa-filters/
https://www.health.harvard.edu/blog/the-bacterial-horror-of-the-hot-air-hand-dryer-2018051113823
https://pmc.ncbi.nlm.nih.gov/articles/PMC8858938/
https://pmc.ncbi.nlm.nih.gov/articles/PMC8858938/

Appendix 5: Study Overview
Research Question and Scope

This investigation addresses a fundamental question that has remained unaddressed in
prior hand dryer research: Do commercial hand dryers reduce or amplify bacterial and
fungal contamination compared to the ambient air they process? Over an 18-month period
from August 2023 to January 2025, we conducted systematic environmental sampling
across ~110 retail locations in four Middle Atlantic states, collecting nearly 700 petri dish
samples with complete colony count analysis of 488 exposed dishes, yielding 27,752
manually counted bacterial and fungal colonies.

Methodological Innovation: Ambient Air as Biological Control

Our key methodological insight was treating ambient restroom air as the proper baseline
for evaluating hand dryer performance. While previous studies observed similar ambient
CFU levels (~2 CFU per minute), they failed to recognize this as the control condition for
assessing amplification or reduction. By centering this metric, we directly tested
manufacturer claims and revealed consistent, significant amplification across all tested
units.

Primary Findings: Complete Amplification, Zero Reduction

Data Set 1, our primary analytical framework, consisted of 95 systematically controlled
tests across Starbucks, Home Depot, and Whole Foods locations. Each test employed four
LB agar dishes: unopened control, ambient air outside restroom, ambient air inside
restroom, and hand dryer airflow—all exposed for one minute. After excluding 8 tests due
to dish failures, 87 valid comparisons formed our core dataset.

Table A5.1: Primary Dataset Colony Totals (Data Set 1, n=87)

Control CFUs|Ambient Air CFUs Dryer CFUs (LB) Amplification

0 156 7,666 49.2x median

Results were unequivocal:

¢ 100% amplification, 0% reduction across all 87 tests

Median 49.6-fold increase (range: 5.14x-344x)

Exposure profile: 67 CFU median (IQR: 34-104 CFU)

Risk envelope: 27.6% of samples exceeded 100 CFU
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e Statistical significance: p < 0.001, effect size r =0.89
Supporting Evidence: Conservative Estimates Confirmed

Multi-Media Detection Analysis: Supplementary testing using four growth media types
revealed that standard LB agar captures only 48.7% of viable microorganisms, with
detection efficiency decreasing systematically at higher contamination levels (35.7%
detection in extremely high contamination samples). This suggests our primary findings
represent substantial underestimates of actual exposure.

New Facility Testing: Brand-new Dyson units in newly constructed facilities showed
immediate contamination (median: 45 CFU) despite zero ambient air colonies, with
progressive increase over the first month (2781 CFU). This definitively demonstrates that
contamination is intrinsic to device design rather than maintenance-related.

Drying Efficiency Failure: Manufacturer-specified drying times leave hands 38-42% wet
(vs. claimed <1%), creating optimal conditions for pathogen transmission precisely when
users expect improved hygiene.

Table A5.2: Comprehensive Dataset Totals (All Test Sets, n=488)

Control CFUs|Ambient Air CFUs|All Dryer CFUs|Total Colonies

0 352 27,400 27,752

Broader Implications and Discoveries

Viral Load Projections: Using established bacterial-viral correlations (r=0.78-0.84), our
median bacterial exposure of 67 CFU translates to an estimated 117-240 viral particles per
hand drying event, with 67% of exposures exceeding moderate viral transmission risk
thresholds.

Brand Equivalence: Statistical analysis revealed no significant difference between Dyson
(median: 68 CFU) and Xlerator (median: 74 CFU) contamination profiles (p=0.803),
confirming the phenomenon transcends manufacturer-specific designs.

Serendipitous Paper Towel Discovery: Companion testing revealed white paper towels
are genuinely sanitary (55.6% sterile, remaining samples <2 CFU), providing an
immediately implementable alternative that actively reduces contamination below
ambient levels.

Public Health Impact
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The exposure profile analysis reveals a contamination hierarchy that fundamentally
challenges current hand hygiene practices:

1. Hand dryers: Universal amplification (0% sterile samples, median 49.6x increase)

2. Ambient air: Minimal baseline (32% sterile, median 1 CFU)

3. White paper towels: Active reduction (55.6% sterile, mean 0.56 CFU)
Conservative Nature of Findings

Multiple factors suggest our documented contamination levels represent substantial
underestimates:

¢ Single growth medium captures <50% of viable organisms

¢ Single incubation temperature excludes temperature-dependent species

e Petridish surface area (~76% of adult palm) provides conservative scaling

¢ Testing focused on routine rather than extreme contamination scenarios
Conclusion

This investigation provides definitive empirical evidence that commercial hand dryers,
despite prominent marketing of 99.97-99.99% HEPA filtration efficiency, consistently
amplify bacterial, fungal, and likely viral contamination in 100% of real-world tests. The
convergence of bacterial amplification, inadequate drying performance, rapid
contamination in new installations, and systematic documentation of the conservative
nature of our estimates creates compelling evidence that these devices compromise rather
than enhance hand hygiene outcomes. Our comprehensive dataset of 27,752 hand-
counted colonies represents the empirical foundation necessary to challenge the
fundamental assumptions underlying current hand drying technology and its widespread
deployment in public health environments.
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Appendix 6: Petri Dish Colony count Prints:
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